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SIGNAL PEPTIDES OF HUMAN KAPPA LIGHT CHAINS 
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PRECURSOR OP: 

1) 8X101' CL: HUMAN KAPPA LI 

2) HK137'CL: HUMAN KAPPA LI 

• 3) ' VKI-Chrl'CL: HUMAN KAPPA 
4) HuVHCAMP'O.: HUMAN KAPPA 

■' 5) VKI-tl'CX: HUMAN KAPPA L 

6) 3D6'CL: HUMAN KAPPA LIGH 

7) VIOB'CL: HUMAN KAPPA LIG 
6) Vb'CL: HUMAN KAPPA LIGHT 

. "-9) Vb"CL: HUMAN KAPPA LIGJ 
10) HX102'CL: HUMAN KAPPA L] 
11} 2A12'CL: HUMAN KAPPA LIC 

12) lBl'CL: HUMAN KAPPA LIGJ 

13) 2C12'CL: HUMAN KAPPA LIC 

14) . 1811' CL: HUMAN KAPPA LIC 

15) Vd'CX: HUMAN KAPPA LIGHT 

16) Va"CL: HUMAN KAPPA LIGf 

17) Ve'CL: HUMAN KAPPA LIGH1 
'" 18) V13*CL: HUMAN KAPPA LIG1 

19) GM 607'CL: HUMAN KAPPA 1 

20) A3'CL: HUMAN KAPPA LIGH'. 

21) RPMI6410'CL: HUMAN KAPPJ 

22) A2'CL: HUMAN KAPPA LIGH'. 
•23) A23'CL: HUMAN KAPPA LIGI 
24) BCfl'CL: HUMAN KAPPA LIGI 

•25)BIC {R)'CL: HUMAN KAPPA 

. 26) HAH 14 . 1' CL: HUMAN KAPPi 

27) HAH 14.2' CL: HUMAN KAPPi 

28) HAH 16.1' CL: HUMAN KAPPi 

29) NOV'CL: HUMAN KAPPA LIGJ 

30) 8X10' CL: HUMAN KAPPA LI< 

31) TH3'CL: HUMAN KAPPA LIGJ 
. 32) Humkv325'CL: HUMAN KAPPi 

• 33) XV1-15'CL: HUMAN KAPPA : 
.34) IARC/BL41'CL: HUMAN KA?) 

. 35) Hunkv305'CL: HUMAN KAP P. 
■ 36)'.LS1'CL: HUMAN KAPPA LIG: 
37) L32'CL: HUMAN KAPPA LIG' 
' 38). LS4'CL: HUMAN KAPPA LIG 

39) LS5'CL: HUMAN KAPPA LIG. 

40) LS6'CL: HUMAN KAPPA LIG 
'41) LS7'CL: HUMAN KAPPA LIG. 

42) LS8'CL: HUMAN KAPPA LIG 

• 43) Vg'CL: HUMAN KAPPA LIGH 

44) Vb'CL: HUMAN KAPPA LIGH 

45) CLL'CL: HUMAN KAPPA LIG 

46) Hnmkv328'CL: HUMAN KAPP 

47) Bunfc*3lM'CL: HUMAN KAP 

48) CT4/1.1'CL: HUMAN KAPPA 
49} K- BVIS'CL: HUMAN KAPPA 
50} VXAPPA IV GERMLIKE' CL : 

. 51) PB17ZVCL: HUMAN KAPPA 

52) FX-001'CL: HUMAN KAPPA 

• 56) HXIOO'CL: HUMAN KAPPA L 

62) K- EVJXll'CL: HUMAN KAP 



REFERENCE: SIGNAL PEPT1 

1) BXlOl'CL: BENTLEY , D . L . 

2) HK137'CL: BENTLEY , D . L . 

3) VKI-Oirl^CL^LOTSCHER,E 

4) HuVHCAMP'CL: RIECHMANN, 

5) VXI-ZI'CL: STRAUBINGER, 

6) 3D6'CL: FELGENHAUER, M . , 

7) VIOB'CL: HUBER, C. , THIEE 
'•) Vb-CL: P^H J .M. J .gAENlCHE 

„ Vb"CL: PgCH.H.^Nia. 

10) HX102'CL: BENTLEY, D. L . 

LINDENMAIER, W . 

11) 2A12'CL: LEVY , S . , MENDEI 
. 12) lHl'CL: LEVY, S . , MENDEL, 

13) 2C12'CX: LEVY, S . , MENDEI 

14) IBll'CL: LEVY, S., MENDEI 

15) Vd'CX.: PECH,M. , JAENICm 

(CHECKED BY AUT 



PECH.M. , JAENICt 
(CHECKED BY AU1 
PECH,M.,JAENICH! 
(CHECKED BY AlH 
JAENICHEN, H . -R- 
BY AUTHOR 12/1' 



16) Vm"CL 

17) Vo'CL: 
IB) V13'CL 

19) GM 607'CL: KLOBECK, H .G 

20) A3'CL: STRAUBINGER, B . A 

(1988) j.mol.b: 

21) RPMI6410'CL: KLOBECK, H 

LEDER.P. (1986! 

22) A2'CL: SCOTT, M . G . , CRIMt 

23) A23'CL: STRAUBINGER, B. , 

(1988) J.MOL.B.' 

24) VG9'CL: BENTLEY, D. L. C 
.25) HIC (B)'CL: KIPPS,T.J.. 

26) BAB 14.1'CL: KIPPS,T.J 

27) BAB 14.2'CL: KIPPS.T.J 

28) BAB 16.1'CL: KIPPS,T.J 

29) HOV'CL: KIPPS, T . J. , TOMJ 

30) 8X10* CL: DERSIMONIAN , H 

31) TB3 ' CL : DERSIMONIAN, H. 

32) HunJcv325'CL: KIPPS, T.J 

33) BVl-lS'CL: NEWKIRK, M.M 
' 34) IARC/BL41'CL: KLOBECK, 

35) 

36) LBl'CL: S I LBERSTE 1 N , L . 

37) LS2'CL: SILBERSTEIN, L . 



3 



PRECURSOR OF: 

1) HKIOI'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

2) RK137'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

3) VKI-Chrl'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

4) HuVBCAMP'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

5) VKI-EX'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

6) 3D6'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

7) VIOB'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 
9) Vb'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 
9) Vb"CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

10) HK102'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

11) 2A12'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

12) lHl'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

13) 2C12'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

14) IBll'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

15) Vd'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

16) Va"CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

17) Va'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

18) V13'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP I 

19) GM 607'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP II 

20) A3'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP II 

21) RPMI6410'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP II 

22) A2'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP II 

23) A2S'CL: HUMAN KAPPA LIGHT- CHAINS SUBGROUP II 

24) NG9'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

25) HIC (R)'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

26) HAH 14.1'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

27) BAH 14.2'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

28) RAH 16.1'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

29) NOV'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

30) BBIO'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

31) TH3'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

. 32) Hujb*v325'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

■ 33) EV1-15'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III. 
34) XARC/BL41'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

. 35) Kuakv303'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

36) LSl'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

. 37) LS2»CL; HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

.38) LS4'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

: 39) LSS'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

: 40) LS6'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

41) LS7'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

42) LS8'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

43) Vg'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

44) Vh'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

45) CLL'CL: HUMAN KAPPA LIGHT CHAINS SU3GROUP III 

■ 46) Rnnkv328'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

47) Buaka31*»'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

48) GF4/1.1'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

49) K- KVIS'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP III 

. 50) VKAPPA IV GXKMLXHE'CX.: HUMAN KAPPA LIGHT CHAINS SUBGROUP IV 

51) PB17IV' CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP IV 

52) FK-001'CL: HUMAN KAPPA LIGHT CHAINS SUBGROUP IV 
56) HltlOO'CL: HUMAN KAPPA LIGHT CHAIN OF HK100 

.62) K- EVJKll'CL: HUMAN KAPPA PSEUDOGENE 
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GENERAL NOTES: SIGNAL PEPTIDES OT HUMAN KAPPA LIGHT CHAINS 



SIGNAL PEPTIDES OP HUMAN LAI 

SS55SF ibUz 4 ,li 

'CL CL LL 
I * 




CLONE: 


SOURCE: 


I NT RON SIZE: 


HKIOO'CL 


HUMAN FETAL LIVER DNA 


118 


HKIOI'CL 


HUMAN FETAL LIVER DNA 


125 


HK102'CL 


HUMAN FETAL LIVER DNA 


125 


MOPC173B'CL 


MOUSE ADULT DNA 


121 


S107B'CL 


MOUSE ADULT MYELOMA DNA 


175 


L8'CL 


MOUSE ADULT LIVER DNA 


175 


K2'CL 


MOUSE EMBRYO DNA 


118 


MPCll'CL 


MOUSE ADULT DNA 


242 


VKAPPA167'CL 


MOUSE ADULT LIVER DNA 


365 


L6'CL 


MOUSE ADULT LIVER DNA 


113 


L7'CL 


MOUSE ADULT LIVER DNA 


206 


Tl'CL 


MOUSE ADULT MYELOMA DNA 


113 


T2'CL 


MOUSE ADULT MYELOMA DNA 


215 


VTl/B'CL 


MOUSE ADULT MYELOMA DNA 


113 


VTNP'CL 


MOUSE HYBRIDOMA DNA 


177 



-19 
-18 

-17 

-16 
-15 
-14 
-13 
-12 

-11 
-10 
-9 

-a 

-7 

-6 
-5 
-4 
-3 
-2 



-21 
-20 
-19 
-18 
-17 

-16 
-15 
-14 
-13 
-12 

-11 
-10 
-9 



-6 
-5 
-4 
-3 
-2 



MET MET ME 

ALA THR TP 

GLY CYS O 

PHE SER SI 

PRO PRO P. 

LEU LEU L) 

LEU LEU L: 

LEU LEU L 

THR THR T 



LEU LEU 

LEU LEU 

THR ILE 

HIS HIS 



CYS (.95) 



CYS CYS E 

ALA THR : 

GLY GLY C 

SER SER : 

TRP TRP ' 

ALA ALA 



OCCURRENCES VARI 
OF MOST COMMON 
AMINO ACID 



15 (MET) 
8 (THR) 
11 (TRP) 
10 (THR) 

17 (PRO) 
18 (LEU) 
14 (LEU, 
12 (LEU) 
9 (THR) 

6 (THR) 
17 (LEU) 
17 (LEU) 

7 (LEU) 
15 (HIS) 
18 (CYS) 
15 (THR) 
17 (GLY) 
16 (SER) 

7( ♦ ) 

9 (SER) 



SPECIFIC NOTES: SIGNAL PEPTIDES OP HUMAN KAPPA LIGHT CHAINS 

21) RFMI6410'CL: WEIR,L. S LEDER, P . FOUND POSITION -9 AS ARG INSTEAD OF MET. 

25) HIC (R)'CLt FROM PATIENT WITH CHRONIC LYMPHOCYTIC LEUKEMIA. 

26) HAH 14.1'CL: cDNA CLONE DERIVED FROM HAH(R). 

27) HAH 14.2'CL: CDNA CLONE DERIVED FROM HAH(R). 

H\ £££%Sm S^S^B^S SSF^D'SALIVARY GLAND LYMPHOCYTES OF PATIENT WITH PRIMARY SJOGREN' S SYNDROME 

30) 8E10' CL' ^THIS^HYBRIDOMA WAS GENERATED BY FUSION OF PERIPHERAL BLOOD CELLS OF A PATIENT WITH LEPROSY AND THE HUMAN 

MYELOBLASTS ID CELL LINE GM4672. trnontv Bvm - UP PITMAN 

31) THS'CL: THIS HYBRIDOMA WAS GENERATED BY FUSION OF PERIPHERAL BLOOD CELLS OF A PATIENT WITH LEPROSY AND THE HUMAN 

MYELOBLASTOID CELL LINE GM4672. 
4 5) CLL'CL: FROM HUMAN CHRONIC LEUKEMIA CELL WITH AN IgM ANTI-IgG 

46) Humkv328'CL: GENE FOR HUMAN RHEUMATOID FACTORS. 

47) Hua)ta31ea'CL: GENE FOR HUMAN RHEUMATOID FACTORS. 

52) FK-001'CL: IT CAN BE EXPRESSED FUNCTIONALLY IN MOUSE MYELOMA CELLS. 



SIGNAL PEPTIDES OF HUMAN LAMBDA LIGHT CHAINS 

e 7 q a in 11 12 13 14 15 16 . 17 18 19 * OF- # OF 

INVARIANT 1 2 3 4 5 6 7 8 9 10 11 12 « jj Jg e p j gH _ H6 _ LBV SEQUENCES AMINO 

SUES 1B9/F2 BL2 4G12 M T^ Fog-B TJ L K6H6 K4B8 K5B8 K5G5 K5C7 K6F5 4A IBB ^ ^ ^ ACIDS 

| # 'CL 'CL # * | 



. (1986) 

)0-1905. 
300-1905. 

. (1989) BIO/ TECH . , 7, 
(1985) NUCL. ACIDS RES., 13, 
J,H.G. (1985) NUCL. ACIDS 
.1 03/19/86) 



JCL. ACIDS RES.. 13, 

.MOL.BIOL. , 176, 1-16.' 
,12,5249-5263. ..(CHECKED 
.,12,5249-5263. (CHECKED 
.,12,5249-5263. (CHECKED 
.,12,5249-5263. (CHECKED 
I. (1985)' NUCL. ACIDS RES., 



ASES OF VARYING LENGTHS. 

OR WITHIN POSITION. -4. 
EFINE THE JOINING AS 
ISTED BELOW: 



-21 
-20 
-19 
-18 
-17 

-16 

-15 
-14 
-13 
-12 

-11 

-10 
-9 



-6 
-5 
-4 
-3 
-2 



MET 


MET 


MET 


ALA 


THR 


THR 


GLY 


CYS 


CYS 




SER 


SER 


PRO 


PRO 


PRO 


LEU 


bEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


THR 


THR 


THR 








LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


THR 


ILE 


ILE 


HIS 


HIS 


HIS 


CYS 


CYS 


CYS 


ALA 


THR 


THR 


GLY 


GLY 


GLY 


SER 


SER 


SER 


TRP 


TRP 


TRP 


ALA 


ALA 


ALA 



CYS 
SER 

PRO 
LEU 
LEU 
LEU 
THR 

LEU 
LEU 
ILE 
HIS 

CYS 
THR 
GLY 
SER 
TRP 



MET 
THR 

CYS CYS 

SER SER 

PRO PRO 

LEU LEU 

LEU LEU 

LEU LEU 

THR THR 

LEU LEU 

LEU LEU 

ILE ILE 

HIS HIS 

CYS CYS 

THR THR 

GLY GLY 

SER SER 

TRP TRP 



MET MET 

ALA THR 

TRP TRP 

THR THR 

PRO PRO 

LEU LEU 

LEU LEU 

LEU PHE 

LEU LEU 

THR 

PHE LEU 

LEU LEU 

SER LEU 

HIS HIS 

CYS CYS 

THR THR 

GLY GLY 

PRO SER 

LEU LEU 



ALA ALA ALA SER SER 



THR 
LEU 
LEU 
LEU 
HIS 

CYS 
THR 
GLY 
SER 
LEU 
SER 



MET MET 

THR THR 

TRP TRP 

THR THR 

PRO PRO 

LEU LEU 

LEU LEU 

PHE PHE 

LEU LEU 

THR THR 

LEU LEU 

LEU LEU 

LEU LEU 

HIS HIS 

cats CYB 

THR THR 

GLY GLY 

SER SER 

LEU LEU 



MET 

THR 
TRP 
THR 

PRO 
LEU 
LEU 
PHE 
LEU 

THR 
LEU 
LEU 
LEU 
HIS 

CYS 
THR 
GLY 
SER 
LEU 



MET MET 
THR ALA 
TRP TRP 
THR THR 
PRO PRO PRO 
LEU LEU LEO 
LEU PHE SER 
PHE LEU SER 
LEU PHE VAL 

LEU LEU LEU 

LEU LEU LEU 

LEU THR THR 

HIS CYS LEU 

CYS CYS CYS 
THR PRO THR 
GLY GLY GLY 
SER SER SER 
LEU ASN GLU 



MET 
ALA 
TRP 
THR 

VAL 

LEU 
LEU 
LEU 
GLY 

LEU 
LEU 
SER 
HIS 

CYS 
THR 
GLY 
SER 
VAL 



MET 
ALA 
TRP 
THR 

PRO 
LEU 
TRP 
LEU 
THR 



MET MET 
ALA ALA 
TRP TRP 
THR ALA 
PRO PRO 
LEU LEU 
TRP LEU 
LEU LEU 
THR THR 



LEU — 

LEU PHE LEU 
PHE THR LEU 
THR LEU ALA 
LEU CYS HIS 

CYS ILE CYS 
ILE GLY THR 
GLY SER ASP 
SER VAL CYS 
VAL VAL TRP 



15 
15 
17 
17 

ie 

18 
18 
18 
19 



19 
19 
. 19 
19 
19 
19 
19 



SER SER SER SER SER ALA THR VAL SER ALA 



OCCURRENCES 
OF MOST COMMON 
AMINO ACID 



VARIABILITY 



-21 
-20 
-19 
-18 

-n 

-16 
-15 
-14 
-23 
-12 

-11 
-10 
-9 
-8 
-7 

-6 
-5 
-4 
-3 

-2 



15 (MET) 
8 (THR) 
11 (TRP) 
10 (THR) 

17 (PRO> 
18 (LEU) 
14 (LEU) 
12 (LEU) 
9 (THR) 

6 (THR) 
17 (LEU i 
17 (LEU i 
. 7 (LEU l 
15(HISl 

18 (CYS) 
15 (THR ' 
17 (GLY 
16 SER 
7l + ) 
9 (SER) 



\:, 

4.6 

6.8 

2.1 
1. 
5.1 
4.5 
11. 

2.3 
2.2 
3.4 
14. 
3.8 

2.1 
6.3 
3.4 
4.7 
14. 
8.4 



SJOGREN'S SYNDROME 
?ROSY AND THE HUMAN 
ROSY AND THE HUMAN 



PRECURSOR OF: 

1) 1B9/F2'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP I 

2) BL2 'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP I 

3) 4612'CL: HUMAN ■ LAMBDA LIGHT CHAINS SUBGROUP I 

4) T2:C5'CL:' HUMAN LAMBDA LIGHT CHAINS SUBGROUP I 

5) T2 : C14 ' CL : . HUMAN LAMBDA LIGHT " CHAINS SUBGROUP I 

6) Fog-B'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP I 

7) Tl'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP I 

8) K6H6'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP II 

9) K4B8'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP II 

10) KSBB'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP II 

11) X5G5'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP II 

12) K5C7'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP II 

13) K6F5'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP II 

14) 4A'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP II 

15) 1B8'CL: HUMAN LAMBDA LIGHT CHAINS . SUBGROUP III 

16) Pag-l'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP III 

17) 6B-3C4'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP III 

18) H6-3C4'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP IV 

19) LBV'CL: HUMAN LAMBDA LIGHT CHAINS SUBGROUP VI 



SIGNAL PEPTIDES OF HUMAN LAMBDA LIGHT CHAIHS 
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GENERAL NOTES: SIGNAL PEPTIDES OF HUMAN LAMBDA LIGHT CHAINS 



CLONE: 
S43'CL 

IG303LAMBDA' CL 
IG99LAMBDA' CL 
WES-IG13'CL 
MOPC315-26'CL' 
243'CL 



SOURCE: 

MOUSE MYELOMA CDNA 
MOUSE H2020 MYELOMA DMA 
MOUSE EMBRYO DNA 
MOUSE EMBRYO DNA 
MOUSE MYELOMA DNA 
CHICKEN SPLEEN CELL CDNA 



INTRON SIZE: 

93 
93 
93 
93 



SIGNAL PEPTIDES OF MOUSE 

INVARIANT 1 2 
RESIDUES S107A 17/ 
' CL ' CL 



_ 29 

-28 HIS 

-27 

-26 

-25 

-24 
-23 
-22 
-21 
-20 

-19 

-18 -"- 

-16 MET 

-15 TYR 

-14 ILE 

-13 CYS 

-12 LEU 

-jl ' LEU 

. -10 SER 

-9 ILE 

-8 SER 

' -7 TYR 

-6 CYS 

-5 ARG 

-4 CYS 

-3 LEU 

-2 VAL S 

-1 HIS G 







21 
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46/2D7 
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22 
L XIX 
27' CL 


23 
10-25 
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-20 " 
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MET 


MET 


MET 




-18 • 


LYS 


LYS 
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-17 


LEU 


LEU 


LEU 


-16 


PRO 


PRO 


PRO 




-15 • 


VAL 


VAL 


VAL 




-14 


ARG 


ARG 


ARG 




-13 


PRO 


LEU 


LEU 




-12 


LEU 


LEU 


LEU 




-11 


VAL 


VAL 


VAL 




-10 


LEU 


LEU 


LEU 




-9 


MET 


met' 


MET 




-8 


PHE 


PKE 


PHE 




-7 


TRP 


TR? 


TRP 




-6 


ILE 


ILE 


ILE 




-5 


■ PRO 


• PRO 


PRO 




-4 


ALA 


ALA 


ALA 




-3 


"SER 


SER 


SER 


t : 


-2 


SER 




SER 




-1 


' SER 


SER 


SER 



41 42 43 44 

6F8 4D4 K18.1 RP9 
'CL 'CL 'CL 'CL 



SPECIFIC NOTES: SIGNAL PEPTIDES OF HUMAN LAMBDA LIGHT CHAINS 

1) 1B9/F2'CL- FROM A PATIENT WITH B CELL ACUTE LYMPHOCYTIC LEUKEMIA WITH CHARACTERISTIC t(8;14) CYTOGENETIC TRANSLOCATION 
AT DIAGNOSIS. 

3) 4C12'CL: IT RECOGNIZES A TUMOR -ASSOCIATED AND DIFFERENTIATION ANTIGEN OF MM 195,000. 
6) Fog-B'CL: THREE-DIMENSIONAL MODEL HAS BEEN CONSTRUCTED FOR THIS ANTIBODY. 
14) 4A'CL: FROM HUMAN CHROMOSOME 22 (LAMBDA LIGHT CHAIN) 

16) Pag-l'CL: THREE-DIMENSIONAL MODEL HAS BEEN CONSTRUCTED FOR THIS ANTIBODY. iWTn#mv t«tq 

RETAINS THE ORIGINAL SPECIFICITY, 
■f THE FOLLOWING WERE EQUALLY AND MOST FREQUENTLY OCCURRING: 

AT POSITION RESIDUES 

-2 (TRP, LEU) 
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:ll 








-25 
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zll 








-21 








-20 








-19 


MET 


MET 


MET 


-18 


LYS 


LYS 


LYS 


-17 


LEU 


LEU 


LEU 


-16 


PRO 


PRO 


PRO 


-15 


VAL 


VAL 


VAL 


-14 


ARG 


ARG 


ARG 


-13 


LEU 


LEU 


LEU 


-12 


LEU 


LEU 


LEU 


-11 . 


VAL 


VAL 


VAL 


-10 


LEU 


LEU 


LEU 


-9 


MET 


MET 


MET 


-8 


PHE 


PHE 


PHE 


-7 


TRP 


TRP 


TRP 


-6 


ILE 


ILE 


ILE 


-5 


PRO 


PRO 


PRO 


-4 


ALA 


ALA 


ALA 


-3 


SER 


SER 


SER 


-2 
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SER 


SER 


-1- 


SER 


SER 


SER 
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Tl 
v; 
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12,6647-6661. (CHECKED BY- 
CK,C.A.K. (1989) BIO/TECH . ', 

71,508-516. 
THOR 12/12/37) 
,8,2931-2941. (CHECKED BY 



BASES OF VARYING LENGTHS. 
, OR WITHIN POSITION -4. 
DEFINE THE JOINING AS 
LISTED BELOW: 



:ytogenetic translocation 



MBDA ANTIBODY. THIS 

GG1 -LAMBDA ANTIBODY FULLY 



SIGNAL PEPTIDES OF MOOSE KAPPA LIGHT CHAINS 

INVARIANT 1 2 3 4 5 6 7 

RESIDUES S107A 17/9 198. 198. 198. 198. 180. 

'CL 'CL 5C2 3D3 5C8 4D9 2G6 6D10 'CL 

'CL 'CL 'CL 'CL 'CL 'CL 



-29 
-28 
-27 
-26 
-25 

-24 

-23 
-22 
-21 
-20 

-19 
-18 
-17 
-16 
-15 
-14 
-13 
-12 
-11 
-10 

-9 
-8 
-7 
-6 
-5 
-4 
-3 
-2 
-1 



-29 
-28 
-27 
-26 
-25 
-24 
-23 
-22 
-21 
-20 

-19 
-18 
-17 
-16 
-15 

-14 

-13 
-12 
-11 
-10 

-9 
-8 
-7 
-6 

• -5 

-4 
-3 
-2 
-1 



0 9 in* 11 12 13 14 IS 16 17 18 19 20 

180. 6A4 D23'CL 180. 180. TF5- 180. F6-3 B13 HBrl MRL- K5.1 BC- 

iSVi ?*? w< *™ 13g 2B2 , CL H4C8 ' CL DNA10 CL 1004 

'CL 'CL 'CL 'CL 'CL » 'CL # 'CL 



MET 
TYR 

ILE 
CYS 
LEU 
LEU 
SER 

ILE 
SER 
TYR 
CYS 
ARG 

CYS 
LEU.- 
VAL 
HIS 





VAL 


VAL 


VAL 


VAL 


VAL 
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SER 
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GLY 


GLY 


GLY 
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CYS 


GLY 


GLY 
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MET 


MET 
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GLN 




— 


— 




ASP 
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VAL 




MET 






SER 
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SER 


LEU 
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GLN 


MET 




LEU 


LEU 


LEU 


ALA 
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PRO 
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PRO 


GLN 
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GLN 
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LEU 
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LEU* LEU 


LEU 
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LEU 


LEU 




LEU 


LEU 
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ILE ILE 


ILE 




ILE 
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MET 


TRP 




LEU 


LEU 


LEU 


SER LEU' 
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SER 
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LEU 


VAL 
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VAL 
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LEU 
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LEU 


LEU 


SER 




LEU 


LEU 


LEU 


LEU LEU 


LEU 
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GLY 




MET 
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MET 


PHE LEU 


LEU 


PHE 


PHE 




PHE 


LEU 


GLU 




PHE 


PHE 


PHE 


TRP TRP 


TRP 


TRP 


TRP 




TRP 


TRP 


LYS 




TRP 


TRP 


TRP 


VAL VAL 


VAL 


VAL 
SER 


VAL 




.VAL 


VAL 


PHE 
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SER SER 


SER 


SER 


SER 
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LYS 
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PRO 


PRO 


GLY GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 
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ALA 


ALA 


ALA 


THR THR 


THR 


THR 


THR 


ALA 


THR 


THR 


THR 


VAL 


SER 


SER 


SER 
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CYS 


CYS 
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HIS 


SER 
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SER 
SER 


GLY GLY 


GLY 


■ GLY 


GLY 


ALA 


GLY 


GLY 


GLY 


SER 


SER 


SER 
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24 25 26 



29 



46/2D7 27'CL 
'CL 



'CL 'CL 'CL 



-460 
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MET 
LYS 
LEU 
PRO 
VAL 

ARG 
PRO 
LEU 
VAL 
LEU 

MET 
PHE 
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PRO 

ALA 

SER 
SER 
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ILE 
PRO 
ALA 
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MET MET 
LYS LYS 



ARG ARG 

LEU LEU • 

LEU LEU 

VAL VAL ■ 

LEU LEU 

MET MET 

PHE PHE 

TRP TRP 

ILE ILE 

PRO PRO 



MET 
LYS 
LEU 
PRO 
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ARG 
LEU 
LEU 
VAL 
LEU 
MET 
PHE 
TRP 
ILE 
PRO 
ALA 
SER 
SER 
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MET 
LYS 
LEU 
PRO 
VAL 

SER 
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LEU 
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LEU 

MET 
PHE 
TRP 
ILE 
PRO 

ALA 



MET 
LYS 
LEU 
PRO 
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ARG 
LEU 
LED 
VAL 
LEU 

MET 
PHE 
TRP 
ILE 
PRO 

ALA 
SER 
SER 
SER 



MET 
LYS 
LEU 
PRO 
VAL 

ARG 
LEU 
LEU 
VAL 
LEU 
MET 
PHE 
TRP 
ILE 
PRO 



MET 
LYS 
LEU 
PRO 
VAL 

ARG 
LEU 
• LEU 
VAL 
LEU 

MET 
PHE 
TRP 
ILE 
PRO 

ALA 
SER 
SER 
SER 



MET 
LYS 
LEU 
PRO 
VAL 

ARG 
LEU 
LEU 
VAL 
LEU 
LEU 
PHE 
TRP 
ILE 
PRO 

ALA 

SER- 
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42. 4B 42.7 BXN-14 PaVK VKAPPA VK- 



55 56 57 58 



svk au<1 him , KFH JD „ H , , D h 4 . , o* n -,- « «. » « — « " VK- PaVK PaVK PaVK PaVK MOPC' VKAPPA VKAPPA 

"l ?CL 'CL 'CL 3* 3129 .12.2 M.2 ?CL 24b" 2«B*CL 25-39 25-47 24 2 24 1 24A 24C 167'CL 167'CL 24A'CL 

| f 'CL 'CL 'CL 'CL 'CL 'CL 'CL 'CL 'CL 'CL 'CL # 





















MET 


MET 


MET 


MET 


MET 


MET 


MET 


MET 


MET 




MET 


MET 


MET 

LYS 
LEU 
PRO 
VAL 


MET 

LYS 
LEU 
PRO 
VAL 


MET 
LYS 
LEU 
PRO 
VAL 




MET 
LYS 
LEU 
PRO 
VAL 


VAL 
HIS 


ASN 
LEU- 
PRO 
VAL 
HIS 


SER 
PRO 
ALA 
GLN 


ALA 
GLN 


MET 
SER 
PRO 
ALA 
GLN 


ARG 
PHE 
SER 
ALA 
GLN 


ARG 
PHE 
SER 
ALA 
GLN 


ARG 
PHE 
SER 
ALA 
GLN 


ARG 
PHE 
SER 
ALA 
GLN 


ARG 
HIS 
SER 
LEU 
GLN 


ARG 
HIS 
SER 
LEU 
GLN 


ARG 
CYS 
LEU 
THR 
GLN 


LYS 
TYR 
SER 
ALA 

GLN 




ARG 

CYS 
SER 
•LEU 
GLN 


ARG 
CYS 
LEU 
ALA 
GLU 


ARG ARG 
LEU LEU 
LEU LEU 
VAL VAL 
LEU LEU 


ARG 
LEU 
LEU 
VAL 
LEU 




ARG 
LEU 
LEU 
VAL 
LEU 


LEU 
LEU 
VAL 
LEU 
LEU 


LEU 
LEU 
VAL 
LEU 
LEU 


PHE 
LEU 
PHE 
LEU 
LEU 


PHE 
• LEU 
PHE 
LEU 
LEU 


PHE 
LEU 
PHE 
LEU 
LEU 


LEU ' 

ILE 

GLY 

LEU 

LEU 


LEU 
LEU 
GLY 
LEU 
LEU 


LEU 
LEU 
GLY 
LEU 
LEU 


LEU 
LEU 
GLY 
LEU 
LEU 


PHE 
LEU . 
GLY 
LEU 
LEU 


PHE 
LEU 
GLY 
LEU 
LEU 


PHE 
LEU 
GLY 
LEU 
LEU 


PHE 
LEU 
GLY 
LEU 
LEU 




PHE 
LEU 
GLY 
VAL 
LEU 


PHE 
LEU 
ARG 
LEU 
LEU 


MET MET 
PHE PHE 
TRP TRP 
ILE ILE 
PRO PRO 


MET 
PHE 
TRP 
ILE 
PRO 


GLY 
GLN 


MET 
PHE 
TRP 
ILE 
PRO 


LEU 
PHE 
TRP 
ILE 
PRO 


LEU 
PHE 1 
TRP 
ILE 
PRO 


VAL 
LEU 
TRP 
ILE 
ARG 


VAL 
LEU 
TRP 
ILE 
ARG 


VAL 
LEU 
TRP 
ILE 
ARG 


VAL 
LEU 

TRP '■ 
ILE 
PRO 


VAL 
LEU 
TRP 
ILE 
PRO 


VAL 
LEU 
TRP 
ILE 
PRO 


VAL 
LEU 
TRP 
ILE 
PRO 


LEU 
PHE 

CYS 
ILE : 
SER- 


LEU 
ILE 

■ CYS 
PHE 

■'■SER 


VAL 
LEU 
TRP 
ILE 
PRO 


ILE 
LEU 
TRP 
ILE 
PRO 


PHE 
TRP 
ILE 
SER 


MET 
PHE 
TRP 
. ILE 
SER 


VAL 
LEU 
TRP 
ILE 
PRO 


ALA 

SER 
SER 
SER 


ALA 

SER 
SER 
SER 


ALA 

SER 
SER 
SER 


THR 
VAL 
SER 
SER 


ALA 

SER 
SER 
SER 


ALA 
SER 
ARG 
GLY 


ALA 
SER 
ARG 
GLY 


GLU 
THR 
ASN 
GLY 


GLU 
THR 
ASN 
GLY 


GLU 
THR 
ASN 
GLY 


GLY 
ALA 
THR 
GLY 


GLY 
SER 
THR 
ALA 


GLY 
SER 
THR 
ALA 


GLY 
SER 
THR 
ALA 


GLY 
VAL 
SER 
GLY 


:arg 

VAL 
SER 
GLY 


GLY 
ALA 
THR 
GLY 


GLY 
SER 
THR 
GLY 


GLY 
VAL 
SER 
GLY 


GLY 
VAL 
SER 
GLY 


GLY 
ALA 
THR 
GLY 



SIGNAL PEPTIDES OF MOUSE KAPPA LIGHT CHAINS (cont'd) 

62 63 64 65 66 • 67 68 69 70 71 72 73 

MPC11 MOPC 2.7. Vk- Vk- 05 11 12 4.3. MOPC 13 30 

'CL 321 1G.10 21G 21A 'CL 'CL 'CL 6F8 63 .'CL 'CL 

'CL 'CL 'CL # I # 'CL t t 
I 



-29 
-26 
-27 
-26 
-25 

-24 
-23 
-22 
-21 
-20 
-19 
-18 
-17 
-16 



-13 
-12 



-10 
-9 



-6 
-5 
-4 

-3 
-2 
-1 



-29 
-28 
-27 
-26 
-25 
-24 
-23 
-22 
-21 
-20 

-19 
-18 
-17 



-13 
-12 
-11 
-10 



-6 

-5 

-4 

-3 
-2 
-1 



74 75 76 

2B2 12C4 MRL- 

'CL 'CL Hiatone7 

ft 'CL 



77 78 79 80 81 ■ 82 83 84 

7B6 MRL-22 VABE8 18-2-3 5D3 6G11 37A4 T3C 

'CL 'CL 'CL 'CL 'CL 'CL 'CL ' CL 

# # • 

































— 






-—- 





~" 





... 

























































































MET 




NET 


— 








MET 


MET 




















ASP 




ASP 


MET 


MET 


MET 


GLU 


GLU 


MET 


MPT 
MET 


MET 
MET 


MET 


MET 


MET 


MET 






PHE 




PHE 


'•GLU 


GLU 


ASP 


SER 


LYS 


GLU 


GLU 


GLU 


GLU 


GLU 


GLU 


GLU 






GLN 




GLN 


THR 


THR 


THR 


ASP 


ASP 


THR 


THR 


THR 


THR 


THR 


THR 


THR 






VAL 




VAL 


ASP 


ASP 


ASP 


THR 


THR 


ASP 


ASP 


ASP 


ASP 


ASP 


ASP 


ASP 


GLN 


GLN 


GLN 




GLN 


THR 


THR 


THR 


LEU 


LEU 


THR 


THR 


THR 


THR 


THR 


THR 


THR 






ILE 




ILE 


LEU 


LEU 


LSU 


LEU 


LEU 


LEU 


LEU 




















LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 




SER 


SER. 


SER 


SER 


LEU 


LEU 


LEU 


TRP 


TRP 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


PHE 


PHE . 


PHE 


PHE 


PHE 


TRP 


TRP 


TRP 


VAL 


VAL 


TRP 


TRP 


TRP 


TRP 


TRP 


TRP 


TRP 


LEU 


LEU 


LEU 


LEU 


LEU 


VAL, 


VAL 


VAL 


LEU 


LEU 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 






LEU 




LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


ILE 


ILE 


ILE 


I LB 


ILE 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


SER 


SER 


SER 


SER 


SER 


LEU 


LEU 


LEU 


TRP 


TRP 


LEU 


LEU 


LEU 


LEU 


LEU 


ARG 


LEU 


ALA 


ALA 


ALA 


ALA 


ALA 
SER 


TRP 


TRP 


TRP 


VAL VAL 


TRP 


TRP 


TRP 


TRP 


TRP 


TRP 


TRP 


SER 


SER 


SER' 


SER 


VAL 


VAL 


VAL 


PRO PRO 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


. VAL 


VAL 


;VAL 


PRO 


PRO 


PRO 


GLY GLY 


PRO 


PRO 


PRO- 


PRO 


PRO 


PRO 


PRO 


ILE 


ILE 


ILE. 


ILE 


. thB 


GLY 
SER 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


MET 


•MET 


MET 


MET 


MET 


SER 


SER 


SER 


SER 


SER 


SER 


SER 


SER 


SER 


SER 


SER 


THR 


THR 


THR 


THR 


SER 


THR 


THR 


THR 


THR THR 


THR 


THR 


THR 


THR 


THR 


THR 


THR 


ARG 


ARG 


ARG 


ARG 


ARG 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


. GLY 



•VAL 
LEU 



ARG 
GLY 



MET 
ASP 
PHE 

LEU 
VAL 
GLN 
ILE 
PHE 

SER 
PHE 
LEU 
LEU 
ILE 

SER 
ALA 
SER 
VAL 
ALA 

MET 
SER 
ARG 
GLY 



MET 
ASP 
PHE 

LEU 
VAL 
GLN 
. ILE 
PHE 

SER 
PHE 
LEU 
LEU 
ILE 
SER 
ALA 
SER 
VAL 
ALA 

MET 
SER 
ARG 
GLY 



MET 
ASP 
PHE 

GLN 
VAL 
GLN GLN 



SER 
PHE 
LEU 



SER 
PHE 
LEU 
LEU 
ILE 



MET MET 

THR SER 

ARG ARG SER 

GLY GLY GLY 



91. 92 93 94 



102 103 104 



LS'CL S107B T2EU) 38CV3-38CV4 V-K10 AC- 7P11 2H1 H12 5-27 18C10 38C13 38C PC613 38C13V MOPC Tl'CL K2ARFT2 Lym-1 
4 'CL 'CL 'CL' 'CL ARS-A 1001 CL 'CL 'CL 'CL 'CL 'CL 'CL CL 'CL 173B 'CL 'CL »CL 

# t 'CL 'CL I * CL * 



MET 


MET 
























MET 










ASP 


ASP 
























ASP 








MET 


LEU 


LEU 








MET 




MET MET MET 




MET 






MET 


MET 


MET 


MET 


MET 


SER 


GLN 


GLN 








ILE 




MET MET MET 


MET. 


MET 


GLU 




ARG 


ARG 


ARG 


SER 


SER 


VAL 


VAL 


VAL 








ALA 




SER SER SER 


SER 


SER 


THR 




PRO 


ALA 


THR 


VAL 


VAL 


PRO' 


GLN 


GLN 








SER 




SER SER SER 


SER 


SER 


SER 




SER 


PRO 


PRO 


LEU 


LEU 


THR 


ILE 


ILE 








ALA 




ALA ALA ALA 


ALA. 


ALA 


ILE- 




ILE 


ALA 


ALA 


THR 


THR 


GLN 


ILE 


.ILE 








GLN 




GLN GLN GLN 


GLN 


GLN 


GLN 




GLN 


GLN 


GLN 


GLN 


GLN 


VAL 


SER 










PHE 


PHE . 


PHE PHE PHE 


PHE ■ 


PHE 


PHE 




PHE . 


VAL 


PHE 


VAL 


VAL 


LEU 


PHE 


PHE 




LEU 


LEU 


LSU 


LEU 


LEU LEU LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


PHE 


LEU 


LEU 


LEU 


GLY 


LEU 


LEU 




LEU 


LEU 


GLY 


GLY 


GLY GLY GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


ALA 


ALA 

.LEU 


LEU 


LEU 


LEU 




LEU 


LEU 


LEU 


LEU 


LEU LEU LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


PHE. 


ILE 


LEU 


LEU 


ILE 


ILE 




ILE 


ILE 


LEU 


LEU 


LEU LEU LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


ILE 


SER 




SER 


SER 


LEU 


LEU 


LEU LEU LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


VAL 


VAL 




VAL 


VAL 


LEU 


LEU 


LEU LEU LEU 


LEU 


LEU 


PHE 


PHE 


PHE 


LEU 


LEU 


LEU 


LEU 


TRP 


THR 


THR 




THR 


THR 


CYS 


CYS 


CYS CYS CYS 


CYS 


CYS 


TRP 


TRP 


TRP 


TRP 


TRP 


TRP 


TRP 


LEU 


VAL 


VAL 




VAL 


VAL 


PHE 


PHE 


PHE PHE PHE 


PHE 


PHE 


LEU 


LEU 


LEU 


PHE 


PHE 


LEU 


LEU 


THR 


ILE 


ILE 




ILE 


ILE 


GLN 


GLN 


GLN GLN GLN 


GLN 


GLN 


HIS 


HIS 


HIS 


PRO 


PRO 


THR 


THR 


VAL 


MET 


MET 




VAL 


VAL 


GLY 


GLY 


GLY GLY GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


SER 


SER 




SER 
ASN 


SER 


THR 


THR 


THR ALA THR 


THR 


THR 


ALA 


ALA 


ALA 


ALA 


ILE 


ALA 


ALA 


VAL 


ARG 


ARG 




ASN 


ARG 


ARG 


ARG ARG ARG 


ARG 


ARC, 


„■ GLN 


GLN 


GLN 


GLN ARG 


LYS 


ARG 


ARG 


ARG 


GLY 


GLY 


GLY 


GLY 


GLY 


CYS 


CYS. 


CYS CYS CYS 


CYS 


CYS 


CYS 


CYS 


CYS 


CYS CYS 


CYS 


CYS 


CYS 


CYS 


106 ■ 


107 


108 


109 


110 


111 


112 


113 114 


115 




116 • 


117 


118- 


119 120 


121 


122 


123 


VJc33 


10.2.8 


VT1/B L6'CL 2 


-2G4 


2-2C8 


B16.2K1 UN34 C.AKR SF/CamEi PERA/EI 


4.2. 


SK/CamRk C8.5Vk UN42 BXW-16 


K3 


C.C58 


'CL 


'CL 


'CL 




'CL 


'CL 


'CL 


.11 'CL . 'CL 


'CL 


6D12 


CL 


'CL 


.5 


'CL 


'CL 


M75 










'CL 








'CL 






CL 






'CL 



-29 






































-28 






































-27 






































-26 






































-25 






































-24 
























MET 














-23 
























GLY 














-22 










MET 






MET 








ILE 






MET 


MET 






-21 










ASP 






ASP 








LYS 






ASP 


ASP 






-20 


MET 




MET 


MET 


MET 






MET. 


MET 


MET 


MET 


MET 


MET 




MET 


ILE 




MET 


-19 


LYS 




ARG 


ARG 


ARG 






ARG 


LYS 


LYS 


LYS 


GLU 


LYS 




ARG 


ARG 




LYS 


-18 


PHE 




THR 


THR 


ALA 






ALA 


SER 


SER 


SER 


SER 


SER 




ALA 


ALA 




SER 


-17 


PRO 




PRO 


PRO 


PRO 






PRO 


GLN 


GLN 


GLN 


GLN 


GLN 




PRO-' 


PRO 




GLN 


-16 


SER 




ALA 


ALA 


ALA 






ALA 


THR 


THR 


THR 


THR 


THR 




ALA 


ALA 




THR 


-15 


GLN 




GLN 


GLN 


GLN 






GLN 


GLN 


GLN 


GLN 


GLN 


GLN 




GLN 


GLN 


MET 


GLN 


-14 


LEU 




PHE 


PHE 


PHE 






PHE 


VAL- 


VAL 


VAL 


VAL 


VAL 




PHE 


PHE 


TRP 


VAL 


-13 


LEU 




LEU 


LEU 


PHE 






PHE 


PHE 


PHE 


PHE 


PHE 


PHE 




PHE 


LEU 


GLY 


PHE 


-12 


LEU 




GLY 


GLY 


GLY 






GLY 


ILE 


ILE 


ILE • 


VAL 


VAL 




GLY 


GLY 


SER 


ILE 


-11 


LEU 




ILE 


ILE 


ILE 






'ILE 


PHE 


PHE 


PHE 


PHE 


PHE 




ILE 


ILE 


VAL 


PHE 


-10 


LEU 


LEU 


LEU 


LEU 


LEU 






LEU 


LEU 


LEU 


LEU 


VAL 


LEU 




LEU 


LEU 


PHE 


LEU 


-9 


LEU 


TRP 


LEU 


LEU 


LEU 






LEU 


LEU 


LEU 


LEU 


LEU 


LEU 




LEU 


LEU 


THR 


LEU 


-8 


PHE 


LEU 


LEU 


LEU 


LEU 






LEU 


LEU 


LEU 


LEU 


LEU 


LEU 




LEU 


LEU 


PHE 


LEU 


-7 


GLY 


THR 


TRP 


TRP 


TRP:. 






TRP 


CYS 


CYS 


CYS" 


TRP 


CYS 




TRP 


TRP 


SER 


CYS 


-6 


ILE 


VAL 


PHE 


PHE 


phe:- 


PHE 


PHE 


PHE 


VAL 


VAL 


VAL 


LEU 


VAL 


VAL 


PHE 


PHE 


ILE 


VAL 


-5 


PRO 


VAL 


PRO 


PRO 


- PRO- 


PRO 


PRO 


PRO 


SER 


SER 


SER 


SER 


SER 


SER 


PRO 


PRO 


VAL 


SER 


-4 


GLY 


VAL 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


ASP 


GLY 


GLY 


ASP 


GLY 


-3 


MET 


VAL 


ILE 


ILE 


ILE 


ILE 


ILE ■ 


ILE. 


ALA 


ALA 


ALA 


VAL 


ALA 


SER 


ILE 


ALA 


ALA 


ALA 


-2 


ILE 


ARG 


LYS 


LYS 


ARG 


ARG 


ARG 


ARG 


HIS 


HIS 


HIS 


ASP 


HIS 


ARG 


ARG 


ARG 


ARG 


HIS 


-1 


CYS 


CYS 


CYS 


CYS 


CYS 


CYS 


CYS 


CYS 


GLY 


GLY 


GLY 


GLY 


GLY 


ALA 


CYS 


CYS 


CYS 


GLY 



SIGNAL PEPTIDES OF MOU! 

124 125 126 
C.C58 MRL- E225 
VkSer RF28 'CL 

'CL (VK28) I 
'CL 



-29 








-28 
















-26 










-25 











-24 








-23 




_~~ 




-22 








-21 







— 


-20 


MET 


MET 


ME'. 


-19 


LYS 


LYS 


GLI 


-18 


SER 


SER 








GLN 


HI' 


-16 


THR 


THR 


SEI 


-15 


GLN 


GLN 


GLI 


-14 


VAL 


VAL 


VA 


-13 


PHE 


PHE 


PK) 


-12 


ILE 


ILE 


va: 


-11 


PHE 


PHE 


TY) 


-10 


LEU 


LEU 


ME* 


-9 


LEU 


LEU 


LEI 


-8 


LEU 


LEU 


LEI 


-7 


CYS 


CYS 


TR) 


-6 


VAL 


VAL 


LEI 


-5 


SER 


SER 


SEJ 


-4 


GLY 


GLY 


GL' 


-3 


ALA 


ALA 


VA" 


-2 


HIS 


HIS 


GL" 


-1 


GLY 


GLY 


GL' 



-24 
-23 



144 145 1 
14.6b.l 26.4.1 5' 
'CL 'CL ' 



-29 






-28 






-27 






-26 






-25 






-24 






-23 






-22 






-21 : 


• ASP 


ASP 


-20. 


PHE 


PHE 


-19 


GLN 


GLN 


-16 


VAL 


VAL 


-17 


GLN 


GLN 


-16 


ILE 


ILE 


-15 


PHE 


PHE 


-14 


SER 


SER 


-13 


• PHE 


PHE 


-12 


LEU 


LEU 


-11 


LEU 


LEU 


-10 


ILE 


ILE 


-9 


SER 


SER 


-8 


ALA 


ALA 


-7 


SER 


SER 


-6 


VAL 


VAL 


-5 


ILE 


ILE 


-4 


ILE 


ILE 


-3 


SER 


SER 


-2 


ARG 


ARG 


-1 


GLY 


GLY 



.168 169 170 17 
4C11 567 10.4 3C 
'CL 'CL 'CL 'C 



-22 


MET 


MET 




-21 


HIS 


ASP 




-20 


PHE 


PHE 




-19 


GLN 


GLN 




-18 


VAL 


VAL 




-17 


GLN 


GLN 




-16 


ILE 


ILE 


II 


-15 


PHE 


PHE 


Ph 


-14 


SER 


SER 




-13 


PHE 


PHE 




-12 


LEU 


LEU 


LE 


-11 


LEU 


LEU 


LE 


-10 


ILE 


ILE 


II 


-9 


SER 


SER 


SE 


-8 


ALA 


ALA 


Al 


-7 


SER 


SER 


St 


-6 


VAL 


VAL 


V/ 


-5 


ILE 


ILE 


11 


-4 


MET 


ILE 


11 


-3 


SER 


SER 


SE 


-2 1 


ARG 


ARG 


AI 


.-1 


GLY 


GLY 


GLY GI 



81 82 83 84 
5D3 6G11 37A4 T3C 
'CL 'CL 'CL 'CL 



LEO 
VAL 
GLN 
ILE 
PHE 

SER 
PHE 
LED 
LEU 
ILE 

5ER 
ALA 
SER 
VAL 
ALA 
MET 
SER 
■ARG 
GLY 



GLN 
ILE 
PHE 

SER 
PHE 
LEU 



SER 
ALA 
SER 
VAL 
ILE 

MET 
THR 
ARG 
GLY 



GLN 
VAL 
GLN 
ILE 
PHE 

SER 
PHE 
LEU 
LEU 
ILE 

SER 
ALA 
SER 
VAL 
ILE 

MET 
SER 

ARG SER 
GLY GLY 



02 103 104 105 
'CL K2A RFT2 Lym-1 
'CL 'CL 'CL 
# 

















MET 


ET 


MET 


MET 


SER 


RG 


SER 


SER 


VAL 


HR 


VAL 


VAL 


PRO 


RO 


LEU 


LEU 


THR 


LA 


THR 


THR 


GLN 


LN 


GLN 


GLN 


VAL 


HE 


VAL 


VAL 


LEU 


EU 


LEU 


LEU 


GLY 


LY 


ALA 


ALA 


LEU 


LE 


LEU 


LEU 


LEU 


EU 


LEU 


LEU 


LEU 


EU 


LEU 


. LEU 


LEU 


EU 


LEU. 


LEU 


TRP 


RP 


TRP 


TRP 


LEU 


HE 


LEU 


LEU 


THR 


RO 


THR 


THR 


VAL 


;ly 


GLY 


GLY 


GLY 


LE 


ALA 


ALA 


VAL 


.YS 


ARG 


ARG 


ARG 


:YS 


CYS 


CYS 


CYS 



i 121 122 123 
( 2 BXW-16 K3 C.C58 
'CL 'CL M75 
'CL 











iT 


MET 








ASP 






ST 


ILE 




MET 


KG- 


ARG 




LYS 


•,A 


ALA 




SER 


*0 


PRO 




GLN 


■jv 


ALA 




THR 


•M 


GLN 


MET 


GLN 


IE 


PHE 


TRP 


VAL 


HE 


LEU 


GLY 


PHE 


LY 


GLY 


SER 


ILE 


LE 


ILE 


VAL 


PHE 


SU 


LEU 


PHE 


LEU 


EU 


LEU 


THR 


LEU 


EU 


LEU 


PHE 


LEU 


RP 


TRP, 


SER 


CYS 


HE 


PHE 


I LB 


VAL 


RO 


PRO 


VAL 


SER 


LY 


GLY 


ASP 


GLY 


LE 


ALA 


ALA 


ALA 


RG • 


ARG 


ARG 


HIS 


YS 


CYS 


CYS 


GLY 



, PEPTIDES OF MOUSE K»PPA LIGHT CHAINS (cont'd) 

124 125 126 127 128 129 130 131 132 

c"s8 MRL- E225 MPC A003- CEA VTNP CEM BALB/c 

VkSer RF2B 'CL 11 40/5G7 231 VkSer 

'CL (VK28) # # 'CL 'CL .6.7 CL 

I 



-29 
-28 
-27 
-26 
-25 
-24 
-23 
-22 
-21 
-20 

-19 
-18 
-17 
-16 
-15 

-14 
-13 
-12 
-11 
-10 

-9 
-8 
-7 
-6 
-5 
-4 
-3 
-2 
-1 



-29 
-28 
-2 7 
-26 
-25 

-24 
-23 
-22 



-19 
-18 
-17 
-16 
-15 

-14 

-13 
-12 
-11 
-10 

-9 
-8 
-7 
-6 
-5 

-4 

-3 
-2 
-1 



133 134 135 

B6.2 MOPC 17- 1A 

•CL 21 'CL 
t 



•CL 



136 137 138 139 140 141 

E7'CL MRL- L7'CL T2'CL 67 45 21.1 

RF24 # ?2; 6 CL 

' CL ' JL 



142 143 

10C11 18G8 

' CL ' CL 

# * 



MET 

LYS 
SER 
GLN 
THR 
GLN 



ILE 
PHE 
LEU 
LEU 
LEU 
CYS 
VAL 
SER 

GLY 
ALA 
HIS 
GLY 













HIS 




II- 


HIS 


_ 


... 


THR 





... 


SER 




~ ~~ 


MET 






GLY 








ILE 








LYS 


MET 


MET 


MET 


LYS 


GLU 


GLU 


SER 


THR 


SER 


GLN 


HIS 


GLN 


THR 


SER 


ILE 


GLN 


GLN 


GLN 


VAL 


VAL 


VAL 


PHB 


PHE 


PHE 


I LB 


VAL 


VAL 


PHE 


TYR 


PHB 


LEU 


MET 


VAL 


LEU 


LEU 


PHE 


LEU 


LEU 


LEU 


CYS 


TRP 


TRP 


VAL 


LEU 


LEU 


SER 


SER 


SER 


GLY 


GLY 


GLY 


ALA 


VAL 


VAL 


HIS 


GLU 


ASP 


GLY 


GLY GLY 













MET 


MET 


MET 




























K*S 


HIS 


H-rs 




























GLN 


GLN 


GLN 



























... 


ILE 


THR 


THR 




::: 
























SER 


SER 


SER 




















MET 
GLY 
ILE 
LYS 
MET 


MET 






MET 


MET 


MET 


GLY 

LYS 
MET 




::: 


::: 












GLY 
PHE 
LYS 
MET 


MET 


MET 


GLY 
ILE 
LYS 
MET 


GLY 
ILE 
LYS 
MET 


GLY 

LYS 
MET 


MET 


MET 


MET 


GLU 


MET 
ASP 
PHE 


MET 
ASP 
PHE 


MET 
ASP 
PHE 




GLU 

HIS 
SER 
GLN 


GLU 
SER 
HIS 
THR 
GLN 


GLU 
PHE 
GLN 
THR 
GLN 


LYS 
SER 
GLN 
THR 
GLN 


GLU 
SER 
GLN 
THR 
GLN 


GLU 
SER 
GLN 
THR 
LEU 


GLU 
SER 
GLN 
THR 
LEU 


GLU 
SER 
GLN 
THR 
LEU 


ARG 
• PHE 
GLN 
VAL 
GLN 


VAL 
SER 
THR 
PRO 
GLN 


VAL 
SER 
THR 
PRO 
GLN 


SER 
LYS 
PHE 
GLN 
PHE 


GLN 
VAL 
GLN 
ILE 
PHE 


GLN 
VAL 

ILE 
PHE 


GLN 
VAL 

ILE. 
PHE 




VAL 
PHE 
VAL 
TYR 
MET 


ALA 

PHE 
VAL 
PHE 
ALA 


VAL 
PHE 
VAL 
PHE 
VAL 


VAL 
PHB 
VAL 
PHE 
LEU 


VAL 
PHE 
VAL 
TYR 
MET 


VAL 
PHE 
ILE 
SER 
ILE 


VAL 
PHB 
ILE 
SER 
ILE 


VAL 
PHE 
ILE 
SER 
ILE 


VAL 
LEU 
GLY 
LEU 
LEU 


PHE 
LEU 
VAL 
PHE 
LEU 


PHE 
LEU 
VAL 
PHE 
LEU 


SER 
SER 
GLY 
LEU 
HIS 


SER 
PHE 
LEU 
LEU 
ILE 


SER 
PHE 
LEU 
LEU 
ILE 


SER 
PHE 
LEU 
LEU 
ILE 


ALA 


LEU 
LEU 
TRP 
LEU 
SER 


PHE 
LEU 
TRP 
LEU 
SER 


LEU 
LEU 
TRP 
LEU 
SER 


LEU 
LEU 
CYS 
VAL 
SER 


LEU 
LEU 
TRP 
LEU 
SER 


LEU 
LEU 
TRP 
LEU 
TYR 


LEU 
LEU 
TRP 
LEU 
TYR 


LEU 
LEU 
TRP 
LEU 
TYR 


LEU 
LEU 
TRP 
ILE 
SER 


LEU 
PHE 
TRP 
ILE 
PRO 


LEU 
PHE 
TRP 
ILE 
PRO 


LEU 
LEU 
TRP 
ILE 
SER 


SER 
ALA 
SER 
VAL 
ILE 


SER 
ALA 
SER 
VAL 
ILE 


SER 
ALA 
SER 
VAL 
ILE 


GLY. 
VAL 
ASP 
GLY 


•GLY 
VAL 
GLU 
GLY 


GLY 
VAL 
ASP 
GLY 


GLY 
VAL 
ASP 
GLY 


GLY 
ALA 
HIS 
GLY 


GLY 
VAL 
ASP 
GLY 


GLY 
ALA 
ASP 

GLY 


GLY 
ALA 
ASP 
GLY 


GLY 
ALA 
ASP 
GLY 


GLY 
ALA 
GLN 
CYS 


ALA 

SER 
ARG 
GLY 


GLY 


GLY 
ALA 
GLN 
CYS 


ILE 
SER 
ARG 
GLY 


ILE 
SER 
ARG 
GLY 


ILE 
SER 
ARG 
GLY 



146 147 148 149 150 



14.6b.l 26.4.1 5G11 14B4 58 2C 6B10 4F10 6F6 
•CL 'CL 'CL 'CL .10.3 'CL 'CL 'CL 











MET 


MET 


ASP 


ASP 






ASP 


ASP 


PHE 


PHE 






PHE 


PHE 


GLN 


GLN 






GLN 


GLN 


VAL 


VAL 






VAL 


VAL 


GLN 


GLN 


GLN 




GLN 


GLN 


ILE 


ILE 


ILE 


ILE 


ILE 


ILE 


PHB 


PHE 


PHE 


PHE 


PHE 


PHE 


SER 


SER 




SER 


SER 


SER 


PHE 


PHE 




PHE 


PHE 


PHE 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 




LEU 


LEU 


LEU 


ILE 


ILE 




ILE 


ILE 


ILE 


SER 


SER 


SER 


SER 


SBR 


SER 


ALA 


ALA 


ALA 


ALA 


ALA 


ALA 


SER 


SER 


SER 


SER 


SER 


SBR 


VAL 


VAL 




VAL 


VAL 


VAL 


ILE 


ILE 




ILE 


ILE 


ILE 


ILE . 
SER 


ILE 






LEU 


ILE 


SER 


SER 


SER 


SER 


SER 


ARG 


ARG 




ARG 


ARG 


ARG 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 



■ ILE 
PHE 

SER 
PHE 
LEU 
LEU 
ILE 

SER 
ALA 

VAL 
ILE 

ILE 
SER 
ARG 
GLY 



MET MET 
ASP ASP 
PHE PHE 

GLN GLN 
VAL VAL 
GLN GLN 
ILE ILE 
PHE PHE 

SER SER 

PHE PHE 

LEU LEU 

LEU LBU 

ILE ILE 

SER SBR 
ALA ALA 
SER SER 
VAL VAL 
ILE ILE 

ILE ILE 
SER SER 
ARG ARG 
GLY GLY 



MET 
ASP 
PHE 

GLN 
VAL 
GLN 
ILE 
PHE 

SER 
PHE 
LEU 
LEU 
ILE 

SER 
ALA 
SER 
VAL 
ILE 

ILE 
SER 
ARG 
GLY 



154 
H26 
'CL 
* 


155 
3F2 
'CL 
# 


156 
12G10 
'CL 
# 


157 
lOGlO 
'CL 
# 


158 
3E3 
'CL 
« 






























































MET 


MET 


MET 


MET 


MET 


ASP 


ASP 


ASP 


ASP 


ASP 


PHE 


PHE 


PHE 


PHE 


PHE 


GLN GLN 


GLN 


GLN 


GLN 


VAL 


VAL 


VAL 


VAL 


VAL 


GLN 


GLN 


GLN 


GLN 


GLN 


ILE 


ILE 


ILE 


ILE 


ILE 


PHE 


PHE 


PHE 


PHE 


PHE 


SER 


SER 


SER 


SER 


SER 


PHE 


PHE 


PHE 


PHE 


PHE 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEO 


ILE 


ILE 


ILE 


ILE 


ILE 


SER 


SBR 


SER 


SER 


SER 


ALA ALA 


ALA 


ALA 


ALA 


SER 


SER 


SER 


SER 


SER 


VAL VAL 


VAL 


VAL 


VAL 


ILE 


ILE 


ILE 


ILE 


ILE 


ILE 


ILE 


ILE 


ILE 


ILE 


SER 


SER 


SER 


SER 


SER 


ARG 


ARG 


ARG 


ARG 


ARG 


GLY 


GLY 


GLY 


GLY 


GLY 



160 161 162 163 164 165 166 167 



ififl 1E9 170 171 172 173 174 175 176 177 178 

ScSl 56? 10°4 3C5 5G2 702/3 2H7 L6' 2C7 38CV1 TEPC 

'CL 'CL 'CL 'CL CL ' CL 'CL 'CL 'CL 'CL (CAL2D) 
# 



'CL 
* 



105 
'CL 



MET MET MET 
ASP ASP ASP 
PHE PHE PHE 

GLN GLN GLN 
VAL VAL VAL 
GLN GLN GLN 
ILE ILE ILE 
PHE PHE PHE 

SER SER' SER 
PHE PHE PHE 
LEU LEU LEU 
LEU LEU LEU 
ILE ILE ILE 

SBR SER SER 
ALA ALA ALA 
SER SER SER 
VAL VAL VAL 
ILE ILE ILE 

ILE ILE ILE 

SER SER SER 

ARG ARG ARG 

GLY GLY GLY 



179 180 181 182 183 184 

26-10Vk MPC V-21C V-21E V-21E V-21B 

'CL- 11C 9.5KB 1.5KB 1.6KB 18KB 

I 'CL 'CL 'CL 'CL 



MET MET MET MET 
ASP ASP ASP ASP 
PHE PHE PHE PHE 

GLN GLN GLN GLN 
VAL VAL VAL VAL 
GLN GLN GLN GLN 
ILE ILE ILE ILE 
PHE PHE PHE PHE 

SER SER SER SER 

PHE PHB PHE PHE 

LEU LEU LEU LEU 

LEU LEU LEU LEU 

ILE ILE ILE ILE 



SER SER 
ALA ALA 
SER SER 
VAL VAL 
ILE ILE 

ILE ILE 
SER SER 
ARG ARG 
GLY GLY 



SER SER 
ALA ALA 
SER SER 
VAL VAL 
ILE ILE 

ILE ILE 
SER SER 
ARG ARG 
GLY GLY 







MET 


MET 


ASP 


ASP 


PHE 


PHE 


GLN 


GLN 


VAL 


VAL 


GLN 


GLN 


ILE 


ILE 


PHE 


PHE 


SER 


SER 


PHE 


PHE 


LEU 


LEU 


LEU. 


LEU 


ILE 


ILE 


SER 


SER 


ALA 


ALA 


SER 


SER 


VAL 


VAL 


ILE 


ILE 


ILE 


ILE 


SER 


SER 


ARG 


ARG 


GLY 


GLY 



185 186 167 188 189 

V-21B 91A3 MOPC MOPC MOPC 

16KB 'CL 41'CL 41A 41B 

'CL 8 " # 



-29 




-28 




-27 




-26 




-25 




-24 




-23 




-22 


MET MET 


-21 


HIS ASP 


-20 


PHE PHE 


-19 


GLN GLN 


-18 


VAL VAL 


-17 


GLN GLN 


-16 


ILE ILE 


-15 


PHE PHB 


-14 


SER SER 


-13 


PHE PHE 


-12 


LEU LEU 


-11 


LEU LEU 


-10 


ILE ILE 


-9 


SER SER . 


-8 


ALA ALA 


-7 


SER SER 


-6 


VAL VAL 


-5 


ILE ILE 


-4 


MET ILE 


-3 


SER SER 


-2 


ARG ARG 


•' -1 


GLY GLY GLY 







MET 




ASP 




PHE 


MET 


GLN 


ASP 


■ VAL 


PHE 


GLN 


GLN 


ILE ILE 


VAL 


PHE PHE 


GLN 


SER 


ILE 


PHE 


PHE 


LEU LEU 


SER 


LEU LEU 


PHE 


ILE ILE 


LEU 


SER SER 


LEU 


ALA ALA 


ILE 


SER SER 


SER 


VAL VAL 


ALA 


I LB ILE 


SER 


ILE MET 


GLY 


SER SER 




ARG ARG 




GLY GLY 





MET MET 
ASP ASP 
PHE PHE 

GLN GLN 
VAL VAL 
GLN GLN 
ILE ILE ILE 
PHE PHE PHE 
SER SER SER 
PHE PHE 
LEU LEU 
LBU LEU 
ILE ILE ILE 

SER SER SER 
ALA ALA 
SBR .SER SER 
VAI/ VAL ■ ' 
ILE ILE 

ILE MET 
ALA SER SER 
ARG ARG ARG 
GLY GLY GLY 

























































































































































MET 


MET 
























ASP 


ASP 










MET 


MET 


MET 


MET 


MET 


MET 


MET 


MET 


MET 


MET 




MET 
LYS 
LEU 
PRO 
VAL 


MET 
LYS 
LEU 
PRO 
VAL 


GLU 
THR 
ASP 
THR 
LEU 


GLU 
THR 
ASP 
THR 
LEU 


GLU 
THR 
ASP 
THR 
LEU 


GLU 
THR 
ASP 
THR 
LEU 


GLU 
SER 
ASP 
THR 
LEU 


GLU 
THR 
ASP 
THR 
LEU 


ILE 
ALA 
SER 
ALA 

GLN 


ARG 
ALA 
PRO 
ALA 
GLN 


ARG 
ALA 
PRO 
ALA 
GLN 


ARG 
ALA 
PRO 
ALA 
GLN 


PHB 
LEU 
LEU 
ILE 


ARG 
LEU 
LEU 
VAL 
LEU 


ARG 
LEU 
LEU 
VAL 
LEU 


LEU 
LEU 
TRP 
VAL 
LEU 


LEU 
LEU 
TRP 
VAL 
LEU 


LEU 
.LEU 
TRP 
VAL 
LEU 


LEU 
LEU 
TRP 
VAL 
LEU 


LEU 
LEU 
TRP 
VAL 

LEU 


LEU 
LEU 
TRP 
VAL 
LEU 


PHE 
LEU 
GLY 
LEU 
LEU 


ILE 
PHE 
GLY 
PHE 
LEU 


ILE 
PHE 
GLY 
PHE 
LEU 


ILE 
PHE 
GLY 
PHE 

LEU. 


SER 
VAL 
THR 
VAL 
ILE 


MET 
PHE 
TRP 
ILE 
PRO 


MET 
PHE 
TRP 
ILE 
PRO 


LEU 
LEU 
TRP 
VAL 
PRO 


LEU 
LEU 
TRP 
VAL 
PRO 


LEU 
LEU 
TRP 
VAL 
PRO 


LEU 
LEU 
TRP 
VAL 
PRO 


LBU 
LEU 
TRP 
VAL 
PRO 


LEU 
LEU 
TRP 
VAL 
PRO 


LEU 
LEU 
CYS 
PHE 
GLN 


LEU 
LEU 
LEU 
PHE 
GLN 


LEU 
LEU 
LEU 
PHE 
PRO 


LEU 
LEU 
LEU 
PHE 
PRO 


LBU 
THR 
ASN 
GLY 


ALA 
SER 
SER 
SER 


ALA 
SER 
SER 
SER 


GLY 


GLY 
SER 
THR 
GLY 


GLY 
SBR 
THR 
GLY 


GLY 
SER 
THR 
GLY 


GLY 
SER 
THR 
GLY 


GLY 
SER 
THR 
GLY 


GLY 
THR 
ARG 
CYS 


GLY 
THR 
ARG 
CYS 


GLY 
THR 
ARG 
CYS 


GLY 
THR 
ARG 
CYS 



SIGNAL PEPTIDES OF MOUSE. KAPPA LIGHT CHAINS (cont'd) 



HJO 1«J1 192 193 194 195 196 197 198 # OF # OF 

K2 40- 9 140 MOPC 19.22.1 2154 I(K0) 5563 42 9 4.14.3 SEQUENCES AMINO 
'CL 'CL 21 'CL 'CL 'CL 'CL (C3H) £5^2 'CL ACIDS 



OCCURRENCES 
OF MOST COMMON 
AMINO ACID 



VARIABILITY 



-29 
-28 
-27 
-26 
-25 


::: 





MET 
HIS 
GLN 
THR 
SER 


::: 




::: 


::: 




::: 


6 

6 
6 

7 


2 

2 
3 
3 


-24 
-23 
-22 
-21 
-20 




MET 


MET 
GLY 
ILE 
LYS 
MET 


MET 
ASP 
PHE 




MET 
ASP 


MET 




MET 


10 
H 
54 
59 
119 


3 
2 
4 
5 
8 


-}9 
-18 
-17 
-16 
-15 


MET 


ARG 
THR 
PRO 
ALA 
GLN 


GLU 
SER 
GLN 
THR 
LEU 


GLN 
VAL 
GLN 

ILE 
PRE 




ILE 

SER 
VAL 
SER 


PHE 
VAL 


GLN 


MET 
SER 
PRO 
ALA 
GLN 


150 
153 
156 
162 
167 


11 
13 
9 
9 
10 


-14 
-13 
-12 
-11 
-10 


GLY 
PRO 
PHE 
SER 


PHE 
LEU 
GLY 
ILE 
LEU 


VAL 
PHE 
ILE 
SER 
ILE 


SER 
PHE 
LEU 
LEO 
ILE 




SER 
LEU 
ARG 
GLY 
LEU 


PHE 
SER 
PHE 
LEU 


PHE 
LEU 
PHE 
LEU 
LEU 


PHE 
LEU 
PHE 
LEU 
LEU 


171 
177 
160 
175 
180 


8 
9 
11 
7 
6 


-9 
-8 
-7 
-6 
-5 


HIS 
PHE 
SER 
ILE. 
VAL 


LEU 
LEU 
TRP 
PHE 
PRO 


LEU 
LEU 
CYS 
LEU 
TYR 


SER 
ALA 
SER 
VAL 
ILE 


VAL 


LEU 
CYS 
LEU 
PRO 
PRO 


LEU 
MET 
SER 

SER 


VAL 

LEU 
TRP 
ILE 
ARG 


VAL 
LEU 
TRP 
ILE 
ARG 


182 
183 
183 
186 
190 


10 
11 
9 
9 
13 


-4 
-3 
-2 
-1 


GLY 
ALA 
ARG 
CYS 


GLY 
ILE 
LYS 
CYS 


GLY 
ALA 
ASP 
GLY 


ILE 
SER 
ARG 
GLY 


MET 
SER 
ARG 
GLY 


SER 
TRP 
PRO 
ARG 


VAL 


GLU 
ALA 
ASN 
GLY 


GLU 
THR 
ASN 
GLY 


189 
1B9 
190 
194 


12 
8 

13 
7 



5 (MET) 
6 (HIS) 
S (GLN) 
4 (THR) 
5 (SER) 

8 (MET) 
10(GLY) 
43 (MET) 
43 (ASP) 
75 (MET) 

35( + ) 
39 (VAL 
62 (GLN 
46<ILE) 
60 (GLN) 

45 (SER) 
94 (LEU) 
80 (LEU) 
82 (LEU) 
117 (LEU) 

85 (LEU) 
74 (LEU) 
101 (TRP 
B£,(VAL)' 
71 (PRO) 

95 (GLY) 
98 (SER) 
75 (ARG) 
121 (GLY) 



2.4 

1. 

2.4 

4.5 

4.2 

3.7 
2.2 
5. 
6.9 
13. 

47. 

51. 
23. 
32. 
28. 

30. 
17. 
25. 
15. 
12. 

21. 
27. 
16. 
19. 
35. 

24. 
15. 
33. 
11. 



1) . 8107*' CL: MOUSE KAPPA 1 

2) 17/9' CL: MOUSE KAPPA LI 

3) 198.5C2'CL: MOUSE KAPP/ 

4) 198. 303' CL: MOUSE KAPP/ 

5) 19B.5C8'CL: MOUSE KAPP/ 

6) 198. 409 'CL: MOUSE KAPP/ 

7) 1B0.2G6'CL: MOUSE KAPP/ 

8) 180. 6010' CL: MOUSE KAPI 

9) 6A4'CL: MOUSE KAPPA LI( 

10) 023' CL: MOUSE KAPPA LI( 

11) 180.7C9'CL: MOUSE KAPPi 

12) 180.5G4'CL: MOUSE KAPPi 

13) TTS-139'CL: MOUSE KAPPi 

14) 180.2B2'CL: MOUSE KAPPi 

15) F6-3'CLl MOUSE KAPPA L 

16) Bl3B4CB'CL: MOUSE KAPP. 

17) MBTl'CL: MOUSE KAPPA L 

18) MRL-DNAIO'CL: MOUSE KA 

19) KS.l'CL: MOUSE KAPPA L 

20) BC-1004'CL: MOUSE KAPP 

21) . B003«46/2D7'CL: MOUSE 

22) L XIX 27' CL: MOUSE KAP 

23) 10-25' CL: MOUSE KAPPA 

24) 5-14' CL: MOUSE KAPPA I 

25) 9-40' CL: .MOUSE KAPPA I 

26) 12-40' CL: MOUSE KAPPA 

27) 3-13' CL: MOUSE KAPPA I 

28) . IdB5.7'CL: MOUSE KAPPi 

29) vk-lA'CL: MOUSE KAPPA 

30) MOPC-460'CL; MOUSE KAI 

31) vk-lCf'CL: MOUSE KAPPi 

32) vk-lB'CL: MOUSE KAPPA 

33) 4-4-20' CL: MOUSE KAPP. 

34) 3-24' CL: MOUSE KAPPA : 

35) MRL-4'CL: MOUSE KAPPA 

36) 17C1'CL: MOUSE KAPPA . 
37} 14C3'CL: MOUSE KAPPA 

38) KIAS'CL: MOUSE KAPPA 

39) vk-lC'CL: MOUSE KAPPA 

40) vl6-19'CL: MOUSE KAPP 
41") 6F8'CL: MOUSE KAPPA L 

42) 404 'CL: MOUSE KAPPA L 

43) KlB.l'CL: MOUSE KAPPA 

44) RP93'CL: MOUSE KAPPA 
4 5) 17G5'CL: MOUSE KAPPA 

46) 36.5.7B'CL: MOUSE KAP 

47) W3129'CL: MOUSE KAPPA 

48) 42.4B.12.2'CL: MOUSE 
4 9) 42.7B3.2'CL: MOUSE KA 

50) BXH-14'CL: MOUSE KAPP. 

51) PaVK24B'CL: MOUSE KAP 

52) VKAPPA 24B'CL: MOUSE 

53) VK-25-39'CL: MOUSE KA 

54) VK-25-47'CL: MOUSE KA 

55) PaVK24.2'CL: MOUSE KA 

56) PaVK24.1'CL: MOUSE KA 

57) PaVK24A' CL : MOUSE KAP 

58) PaVK24C'CL: MOUSE KAP 

59) M0PC167'CL: MOUSE KAP 

60) VXAPPA167'CL: MOUSE K 

61) VKAPPA 24A'CL: MOUSE 

62) MPCll'CL: MOUSE KAPPA 

63) MOPC321: MOUSE KAPPA 

64) 2.7.1G.10'CL: MOUSE "K 

65) Vk-21G'CL: MOUSE KAPP 

66) Vk-21A'CL:- MOUSE KAPP 

67) 05'CL: MOUSE KAPPA LI 

68) 11' CL: MOUSE KAPPA LI 

69) 12' CL: MOUSE KAPPA LI 

70) 4.3.6T8'CL: MOUSE KAP 

71) MOPC63: MOUSE KAPPA L 
. 72) 13' CL: MOUSE KAPPA LI 

73) 30' CL: MOUSE KAPPA LI 

74) 2B2'CL: MOUSE KAPPA L 
; 75) 12C4'CL: MOUSE KAPPA 

76) KRL-RlstOMTCL: MOUS 
; 77) 7B6'CL: MOUSE KAPPA L 
78) HRL-22'CL: MOUSE KAPP 
7 9) VABB8'CL: MOUSE .KAPPA 
80) 18-2-3' CL: MOUSE KAPP 
' 81) 503 'CL: MOUSE KAPPA 1 

82) 6GL1'CL: MOUSE KAPPA 

83) 37X4 ' CL : MOUSE KAPPA 

84) T3CCL: MOUSE KAPPA L 

85) L8'CL: MOUSE KAPPA LI 

86) SIOTB'CL: MOUSE KAPPA 
. 87) T2X(1)*CL: MOUSE KAPP 

88) 38CV3'CL: MOUSE KAPPA 
' 89) 38CV4'CL: MOUSE KAPPA 

90) V-K10 ARS-A'CL: MOUSE 

91) AC-1001'CL: MOUSE KAP 

92) 7P11'CL: MOUSE KAPPA 

93) 2H1'CL: MOUSE KAPPA L 

94) B12'CL: MOUSE KAPPA L 

95) 5-27' CL: MOUSE KAPPA 

96) ISCIO'CL: MOUSE KAPPA 

97) 3BC13'CL: MOUSE KAPPA 

98) 38CCL: MOUSE KAPPA L 

99) PC613'CL: MOUSE KAPPA 

100) 38C13VCL: MOUSE KAPP 

101) HOPC173B'CL: MOUSE KA 

102) Tl'CL: MOUSE KAPPA LI 

103) K2A'CL: MOUSE KAPPA t 



11 

PRECURSOR OF: 

1) S107VCL: MOUSE KAPPA LIGHT CHAINS I 

2) 17/9' CL: MOUSE KAPPA LIGHT CHAINS I 

3> 198.5C2'CL: MOUSE KAPPA LIGHT CHAINS I 

4) l»».3D3'Cb: MOUSE KAPPA LIGHT CHAINS 1 

5) 198.5C8'CL: MOUSE KAPPA LIGHT CHAINS I 

6) 198.4D9*CL: MOUSE KAPPA LIGHT CHAINS I 

7) 180.2G6'CL: MOUSE KAPPA LIGHT CHAINS I 

8) 180.6D10'CL: MOOSE KAPPA LIGHT CHAINS I 

9) 6A4'CL: MOUSE KAPPA LIGHT CHAINS I 

10) D23'CL: MOUSE KAPPA LIGHT CHAINS I 

11) 180.7C9'CL: MOUSE KAPPA LIGHT CHAINS I 

12) 180.SG4'CL: MOUSE KAPPA LIGHT CHAINS I 

13) TF5-139'CL: MOUSE KAPPA LIGHT CHAINS I 

14) 180.2B2'CL; MOUSE KAPPA LIGHT CHAINS I 

15) F6-3'CL: MOUSE KAPPA LIGHT CHAINS I 

16) B13H4C8'CL: MOUSE KAPPA LIGHT CHAINS I 

17) MBrl'CL: MOUSE KAPPA LIGHT CHAINS I 

18) MRL-DHAlO'CL: MOUSE KAPPA LIGHT CHAINS II 

19) K5.1'CL: MOUSE KAPPA LIGHT CHAINS II 

20) BC-1004'CL: MOUSE KAPPA LIGHT CHAINS II 

21) B003«4fi/2D7'CL: MOUSE KAPPA LIGHT CHAINS II 

22) L XIX 27' CL: MOOSE KAPPA LIGHT CHAINS II 

23) 10-25' CL: MOUSE KAPPA LIGHT CHAINS II 

24) 5-14' CL: MOOSE KAPPA LIGHT CHAINS II 

25) 9-40' CL: MOUSE KAPPA LIGHT CHAINS II 

26) 12-40' CL: MOUSE KAPPA LIGHT CHAINS II 

27) 3-13' CL: MOUSE KAPPA LIGHT CHAINS II 

28) IdB5.7'CL: MOUSE KAPPA LIGHT CHAINS II 

29) vk-lA'CL: MOUSE KAPPA LIGHT CHAINS II 

30) MOPC-460'CL: MOUSE KAPPA LIGHT CHAINS IZ 

31) vfc-lCf'CL: MOUSE KAPPA LIGHT CHAINS II 

32) ▼k-lB'CL: MOOSE KAPPA LIGHT CHAINS II 

33) 4-4-20' CL: MOUSE KAPPA LIGHT CHAINS II 

34) 3-24 'CL: MOOSE KAPPA LIGHT CHAINS II 

35) KBL-4'CL: MOUSE KAPPA LIGHT CHAINS II 

36) 17C1'CL: MOOSE KAPPA LIGHT CHAINS II 

37) 14C3'CL: MOUSE KAPPA LIGHT CHAINS II 

38) KIAS'CL: MOOSE KAPPA LIGHT CHAINS II 

39) Vk-IC'CL: MOOSE KAPPA LIGHT CHAINS II 

40) vl6-19'CL: MOOSE KAPPA LIGHT CHAINS II 

41) 6T8'CL: MOUSE KAPPA LIGHT CHAINS II 

42) 4D4'CL: MOOSE KAPPA LIGHT CHAINS II 

43) K18.1' CL: MOOSE KAPPA LIGHT CHAINS II 

44) RP93'CX.: MOUSE KAPPA LIGHT CHAINS II 

45) 17G5'CL: MOUSE KAPPA LIGHT CHAINS II 

46) 36.5.7B'CL: MOUSE KAPPA LIGHT CHAINS II 

47) H3129'CL: MOUSE KAPPA LIGHT CHAINS II ' 

48) 42.4B.12.2'CL: MOUSE KAPPA LIGHT CHAINS II 

49) 42.7B3.2'CL: MOOSE KAPPA LIGHT CHAINS II 

50) BXM-14'CL: MOUSE KAPPA LIGHT CHAINS II 

51) ' PaVX24B'CL: MOOSE KAPPA LIGHT CHAINS II 

• 52) VKAPPA 24B'CL: MOUSE KAPPA LIGHT CHAINS II 

53) VX-25-39'CL: MOUSE KAPPA LIGHT CHAINS II 

54) VK-25-4TCL: MOUSE KAPPA LIGHT CHAINS II 

55) PaVX24.2'CL: MOUSE KAPPA LIGHT CHAINS II 

56) PaVK24.1'CL: MOUSE KAPPA LIGHT CHAINS II 

57) P*VX24A'CL: MOUSE KAPPA LIGHT CHAINS II 

58) PaVK24C'CL: MOUSE KAPPA LIGHT CHAINS II 

59) MQPC167'CL: MOUSE KAPPA LIGHT CHAINS II 

60) VKAPPA167'CL: MOOSE KAPPA LIGHT CHAINS II 

61) VKAPPA 24A/CL: MOUSE KAPPA LIGHT CHAINS II 

62) MPCll'CL: MOUSE KAPPA LIGHT CHAINS III 

63) BOPC321: MOUSE KAPPA LIGHT CHAINS III 

64) 2.7.1G.10'CL: MOUSE KAPPA LIGHT CHAINS III 

65) Vk-21G'CL: MOUSE KAPPA LIGHT CHAINS III 

66) Vk-21A'CL: MOUSE KAPPA LIGHT CHAINS III 

67) 05 'CL: MOUSE KAPPA LIGHT CHAINS III 

68) ll'CL: MOOSE KAPPA LIGHT CHAINS III 

69) 12 'CL: MOUSE KAPPA LIGHT CHAINS III 

70) 4.3.678'CL: MOOSE KAPPA LIGHT CHAINS III 

71) MOPC63: MOOSE KAPPA LIGHT CHAINS III 

72) 13'CL: MOOSE KAPPA LIGHT CHAINS III 

73) 30' CL: MOUSE KAPPA LIGHT CHAINS III 
7fl) 2B2'CL: MOUSE KAPPA LIGHT. CHAINS IV 

■ 7S) 12C4'CL: MOOSE KAPPA LIGHT CHAINS IV 

76) MBL-fli»tona7'CL: MOUSE KAPPA LIGHT CHAINS IV 

77) 7B6'CL: MOOSE KAPPA LIGHT CHAINS IV 

78) MRL-22'CL: MOOSE KAPPA LIGHT CHAINS IV 

79) VABX8'CL: MOOSE .KAPPA LIGHT CHAINS IV 
BO) 18-2-3'CL: MOUSE KAPPA LIGHT CHAINS IV 
61) 5D3'CL: MOUSE KAPPA LIGHT CHAINS IV 

82) €OH'CL: MOUSE KAPPA LIGHT CHAINS f IV 

83) 37A4'CL: MOUSE KAPPA LIGHT CHAINS' IV 
64) T3C'CL: MOUSE KAPPA LIGHT CHAINS IV 

85) L8'CL: MOUSE KAPPA LIGHT CHAINS IV 

86) S107B'CL: MOOSE KAPPA LIGHT CHAINS IV 

87) T2B(1)'CL: MOOSE KAPPA LIGHT CHAINS IV 
. . 88) 38CV3'CL: MOOSE KAPPA LIGHT CHAINS IV 

89) 38CV4'CL: MOUSE KAPPA LIGHT CHAINS IV 
.. 90) V-K10 ARS-A'CL: MOUSE KAPPA LIGHT CHAINS V 

91) AC-1001'CL: MOUSE KAPPA LIGHT CHAINS V 

92) 7P11'CL: MOOSE KAPPA LIGHT CHAINS V 

93) 2H1'CL: MOUSE KAPPA LIGHT CHAINS V 

94) H12'CL: MOUSE KAPPA LIGHT CHAINS V 
.,' : 95) 3-27' CL: MOOSE KAPPA LIGHT CHAINS V 

96) 18C10'CL: MOUSE KAPPA LIGHT CHAINS V 

97) 38C13'CL: MOUSE KAPPA LIGHT CHAINS V 

98) 38CCL: MOOSE KAPPA LIGHT CHAINS V 

99) PC613' CL: MOUSE KAPPA LIGHT CHAINS V 

. 100) 38C13VC1: MOUSE KAPPA LIGHT CHAINS V 

101) M0PC173B'CL: MOOSE KAPPA LIGHT CHAINS V 

102) Tl'CL: MOOSE KAPPA LIGHT CHAINS V 

103) K2A'CL: MOUSE KAPPA LIGHT CHAINS V 



PRECURSOR OF: 



(cont'd) 



104) MT2'CX,: MOUSE KAPPA LIGHT CHAINS V 

105) Lyra-l'CL: MOUSE KAPPA LIGHT CHAINS V 
* 106) VJc33'CL: MOUSE KAPPA LIGHT CHAINS V 

107) 10.2. 8'CX: MOUSE KAPPA LIGHT CHAINS V 

108) VTl/B'CL: MOUSE KAPPA LIGHT CHAINS V * 

109) L6'CL: MOUSE KAPPA LIGHT CHAINS V 

110) 2-2G4'CL: MOUSE KAPPA LIGHT CHAINS V 

111) 2-2C8'CL: MOUSE KAPPA LIGHT CHAINS V 

112) B16.2K1'CL: MOUSE KAPPA LIGHT CHAINS V 

113) UN34.11'CL: MOUSE KAPPA LIGHT CHAINS V 

114) C.AKR'CL: MOUSE KAPPA LIGHT CHAINS V 

115) SF/CaraEi'CL: MOUSE KAPPA LIGHT CHAINS V 

116) PBRA/BI'CL: MOUSE KAPPA LIGHT CHAINS V 

117) 4.2.6D12'CL: MOUSE KAPPA LIGHT CHAINS V 

118) SK/CamPJl'CL: MOUSE KAPPA LIGHT CHAINS V 

119) CB.SVJc'CL: MOUSE KAPPA LIGHT CHAINS V 

120) UN42.5'CL: MOUSE KAPPA LIGHT CHAINS V 

121) BXW-16'CL: MOUSE KAPPA LIGHT CHAINS V • ' 

122) K3'CL: MOUSE KAPPA LIGHT CHAINS V 

123) C.C5B M75'CLj MOUSE KAPPA LIGHT CHAINS V 

124) C.C58 VkSar'CL: MOUSE KAPPA LIGHT CHAINS V 

125) MRL-RT28(VK28>'CL: MOUSE KAPPA LIGHT CHAINS V 

126) E225'CL: MOUSE KAPPA LIGHT CHAINS V 

127) MPC11: MOUSE KAPPA LIGHT CHAINS V 

128) A003»40/5G7'CLj MOUSE KAPPA LIGHT CHAINS V 

129) CEA 66-E3'CL; MOUSE KAPPA LIGHT CHAINS V 

130) VTNP'CL: MOUSE KAPPA LIGHT CHAINS V 

131) CEM231.6.7'CL: MOUSE KAPPA LIGHT CHAINS V 

132) BALB/cVkSar'CL: MOUSE KAPPA LIGHT CHAINS V 

133) B6.2'CL: MOUSE KAPPA LIGHT CHAINS V 

134) MOPC21: MOUSE KAPPA LIGHT CHAINS V 

135) 17-1A'CL: MOUSE KAPPA LIGHT CHAINS V * 

136) B7'CL: MOUSE KAPPA LIGHT CHAINS V 

137) MRL-RF24 ' CL: MOUSE" KAPPA LIGHT CHAINS V 

138) L7'CL: MOUSE KAPPA LIGHT CHAINS V 

139) T2'CL: MOUSE KAPPA LIGHT CHAINS V 

14 0) 87.92. 6' CL: MOUSE KAPPA LIGHT CHAINS V 

141) 45.21.1'CL: MOUSE KAPPA LIGHT CHAINS VI 

142) lOCll'CL: MOUSE KAPPA LIGHT CHAINS VI 

143) 18G8'CL: MOUSE KAPPA LIGHT CHAINS VI 

144) 14.6b.l'CL: MOUSE KAPPA LIGHT CHAINS VI 

145) 26.4.1'CL: MOUSE KAPPA LIGHT CHAINS VI 
14 6) 5G11'CL: MOUSE KAPPA LIGHT CHAINS VI 

147) 14B4'CL: MOUSE KAPPA LIGHT CHAINS VI 

148) 58.2C.10.3'CX»- MOUSE KAPPA LIGHT CHAINS VI 

149) SBIO'CL: MOUSE KAPPA LIGHT CHAINS VI 

150) 4F10'CL: MOUSE KAPPA LIGHT CHAINS VI 

151) 6F6'CL: MOUSE KAPPA LIGHT CHAINS VI 

152) 7C6'CL: MOUSE KAPPA LIGHT CHAINS VI 

153) 8E3'CL: MOUSE KAPPA LIGHT CHAINS VI 

154) H26'CL: MOUSE KAPPA LIGHT CHAINS VI 

155) 3F2'CL: MOUSE KAPPA LIGHT CHAINS VI 

156) 12G10'CL: MOUSE KAPPA LIGHT CHAINS VI 

157) lOGlO'CL: MOUSE KAPPA LIGHT CHAINS VI 

158) 3K3'CL: MOUSE KAPPA LIGHT CHAINS VI 

159) 13D4'CL: MOUSE KAPPA LIGHT CHAINS VI 

160) 9G6'CL; MOUSE KAPPA LIGHT CHAINS VI 

161) 3B6'CL: MOUSE KAPPA LIGHT CHAINS VI 

162) 110 J' CL: MOUSE KAPPA LIGHT CHAINS VI 

163) 564' CL: MOUSE KAPPA LIGHT CHAINS VI 

164) 550' CL: MOUSE KAPPA LIGHT CHAINS VI 

165) 563 ' CL; MOUSE KAPPA LIGHT CHAINS VI 

166) 42.5D4.2'CL: MOUSE KAPPA LIGHT CHAINS VI 

167) 37.1E5.2'CL: MOUSE KAPPA LIGHT CHAINS VI - ' 

168) 4C11'CL: MOUSE KAPPA LIGHT CHAINS VI 

169) ' 567'CL: MOUSE KAPPA LIGHT CHAINS VI 

170) 10.4'CL: MOUSE KAPPA LIGHT CHAINS VI 

171) 3C5'CX: MOUSE KAPPA LIGHT CHAINS VI * ■ - 

172) 5G2'CL: MOUSE KAPPA LIGHT CHAINS VT 

173) 702/3'CL: MOUSE KAPPA LIGHT CHAINS VI 

174) 2B7'CL: MOUSE KAPPA LIGHT CHAINS VI 

175) L6' ' CL: MOUSE KAPPA LIGHT CHAINS VI 

176) 2C7'CI,: MOUSE KAPPA LIGHT CHAINS VI 

177) 38CV1'CL: MOUSE KAPPA LIGHT CHAINS VI 

180) MPC11C: MOUSE KAPPA LIGHT CHAIN OF A VARIANT PROTEIN MADE BY CLONED MPC11 WITH THE VARIABLE REGION DELETED 
166) 91A3'CL: MOUSE KAPPA LIGHT CHAIN 
187) MOPC41'CL: MOUSE KAPPA LIGHT CHAIN 

166) MOPC41A: MOUSE KAPPA LIGHT CHAIN OF MOPC41 (2 DIFFERENT PRECURSORS) 
18 9) MOP C 4 IB : MOUSE KAPPA LIGHT CHAIN OF MOPC41 (2 DIFFERENT PRECURSORS) 

190) K2'CL: MOUSE KAPPA LIGHT CHAIN OF K2'CL 

191) 40-140' CL: MOUSE KAPPA LIGHT CHAIN 

192) MOPC21'CL: MOUSE KAPPA LIGHT CHAIN 

193) 19.22.1'CL: MOUSE KAPPA LIGHT CHAIN 

REFERENCE : SIGNAL PEPTIDES OF MOUSE KAPPA LIGHT CHAXNS 



S107A'CL: KWAN,S.P.,RUDIKOFF,S.,SEIDMAN, J.G. ,LEDER,P. £ SCHARFF,M.D. (1981) J.EXP .MED. ,153, 1366-1370. 

17/9'CL: SCHULZE-GAHMEN,U.,RINI, J.M. ,AREVALO, J. , STURA,E. ,KENTEN, J.H. £ WILSON, I. A. (1988) J. BIOL. CHEM. , 263, 17100-17106. 



(1987) J. IMMUNOL. , 136, 3060-3068 . 

(1987) J. IMMUNOL., 138, 3060-3068. 

(1987) J.IMMUNOL., 138, 3060-3068. 

(1987) J. IMMUNOL. ,138, 3060-3068. 



3) 198.5C2'CL: CLAFLIN, J.L. , BERRY, J. , FLAHERTY, D. £ DUNNICK,W. 

4) 198.3D3'CL: CLAFLIN, J.L. , BERRY, J. , FLAHERTY, D . £ DUNNICK,W. 

5) 196.5C8'CL: CLAFLIN, J.L. , BERRY, J. , FLAHERTY, D. & DUNNICK,W. 

6) 198.4D9'CL: CLAFLIN, J.L. , BERRY, J. , FLAHERTY, D. £ DUNNICK,W. 

7) 180.2G6'CL: CLAFLIN, J.L. , BERRY, J. , FLAHERTY, D . £ DUNNICK,W. (1987) J. IMMUNOL., 138, 3060-3068 . 
B) 180.6D10'CL: CLAFLIN, J. L. , BERRY, J. , FLAHERTY, D. £ DUNNICK,W. (1987) J. IMMUNOL. , 138, 3060-3068 . 

9) 6A4'CL: MARGET, M. , ECKHARDT, A. , EHRET, W. , VON SPECHT, B. -U. , DUCHENS,M. fc DOMDEY, H. (1988) GENE, 74, 335-345 . 

10) D23'CL: BACCALA, R. , QUANG, T .V. , GILBERT, M. , TERNYNCK, T. C AVRAMEAS , S . (1989) PROC .NATL .ACAD. SCI .USA, 86, 4624-4628 . 

11) 180.7C»'CI.: CLAFLIN, J. L., BERRY, J., FLAHERTY, D. S DUNNICK,W. (1987) J. IMMUNOL. , 138, 3060-3068 . 

12) 1B0.5G4'CL: CLAFLIN, J.L. , BERRY, J. , FLAHERTY, D . 6 DUNNICK,W. (1987) J. IMMUNOL. , 138, 3060-3068 . 

13) TT5-139'CI.: RILEY, S.C., CONNORS, S.J. , KLINMAN, N.R. £ OGATA, R.T. (1986) PROC. NAT. ACAD. SCI .USA, 83, 2589-2593 . (CHECKED BY 

AUTHOR 08/19/87) 

14) 180.2B2'Cl: CLAFLIN, J.L. , BERRY, J., FLAHERTY, D. £ DUNNICK,W. (1987) J.IMMUNOL., 138,3060-3068. 

15) 76-3'CL: CHENG, H.-L. , SOOD, A.K. , WARD, R.E . , KIEBER- EMMONS, T . £ KOHLER, H , (1988) MOL. IMMUNOL. , 25, 33-40. 

16) B13H4C8'CL: OKAMOTO, M. £ HONJO,T. (1990) NUCL. ACIDS RES. , 18, 1895. 



REFERENCE: SIGNAL PEPTID: 

17) MBxl'CL: ORLANDI, R. , GUSE 

18) MRL-DNA10' CL: KOFLER, R. • 
' J.EXP,MED.,161,6 

A.N. (1987) EUR. 
M . E . , NOON AN , D . J . 

19) KS.l'CL: CORBET, S., MI LI I 

20) BC-1004'CL: CHEN,H.-T.,f 

21) 8003o46/2D7'CL: CHEN, H. - 

22) L XIX 27'CL: SCHIFF,C.,( 

23) 10-25' CL: BEDZYK, W.D. ,HI 
5-14' CL: BEDZYK, W . D . , HE) 
9-40'CL: BEDZYK, W.D . , HEi 
12-40'CL: BEDZYK, W.D. ,H) 
3-13'CX: BEDZYK, W.D . , HE) 
IdB5.7'CL: PERFETTI, V. , 1 



24) 

25) 
26) 
27) 
28) 
29) 



I- 



vk-lA'CL: NG,K.H.,LAVIGl 
638-648. 

30) MOPC-460'CL: NG,K.H.,LA- 

638 — 64 8 . , 

31) yk-lCf'CX: NG,K.H.,LAVI: 

638—64 o . 
-32) vk-lB'CL: NG.K.H.,LAVIG< 

63B— 64 8 . 
33) 4-4-20'CL: BEDZYK, W.D 
.34) 3-24'CL: BEDZYK, W.D., 

35) MRL-4'CL;^ 

36) 17C1'CL: NAHMI AS , C . , STR 

37) 14C3'CL: NAHMIAS, C . , STR 
3B> KIAS'CL; CORBET, S., MI LI 
39) vX-lC'CL: 3 »G fe K.H.,LAVIC 

40, vl6-l 9 -CL: o R|imN=ER.L. 

41) 6F8'CL: KAARTINEN,M. , PI 

42) 4D4'CL: KAARTINEN, M. r PI 

43) KlB.l'CL: CORBET, S . , Mi: 

44) RP93'*CI.:*CHIEN,N.C.,PO: 

45) 17G5'CL: KAARTINEN, M. ,1 

46) 36.5.7B'CL: WANG,D.,Li; 

47) W3129'CL; BORDEN, P. £ : 

48) 42.4B.12.2'CL: AKOLKAR 
' J . IMMUNOL. ,138 

49) 42.7B3.2'CL: WANG,D.,L 

50) BXW-14'CL: KOFLER, R. , S' 
■ ' (1988) J.CLIN. 

51) ' PaVK24B'CL: JOUVIN-MAR 
.52) VXAPPA 24B'CL: JOHO,R. 

53) VX-25-39'CX: LUTZ.C.T. 

54) VK-25-47*CL: LUTZ,C.T. 

55) P»VK24.2'CL: JOUVIN-MA 
56} PaVK24.1'CL: JOUVIN-MA 

• 5"?) FaVK24A'CL: JOUVIN-MAR 

58) PaVK24C'CL: JOUVIN-MAR 

•59) KOPC167'CL: JOK0,R.,WE 

60) VXAPPA167'CL: SELSING, 

WEISSMAN, I.L. 
PROC. NAT. ACAD. 

61) VKAPFA 24A r CL: JOHO,R. 

62) MPCll'CL: 5EIDMAN, J.G. 

MORRISON, S . L . 



64) 2.7.1G.10'CL: KOGA, H . , 

65) Vk-21G'CL: ALANEN, A. £ 
. 66) Vk-21A'CI.: ALANEN, A. t 
-67) 05'CL: 0' KEEFE, T . L. , BA 

68) ll'CL: O' KEEFE, T.L.,B/ 

69) 12'CL: O' KEEFE, T .L. , B# 

70) 4^3.67fl'CX: WANG, D. , LI 
7!) -OPC63: BURSTEI^Y. £ ( 

72) 13'CL: O' KEEFE, T.L.,B/ 

-.73) 30'CL: O' KEEFE, T . L. ,Bi 

74) 2B2'CL: KAARTINEN, M. i 

75) 12C4'CL: KAARTINEN, M. 

76) MRL-Hi«tone7'CL: KOFL1 
•• ' EUR. J. IMMUNOL. 

77) 7B6'CL: KAARTINEN, M. i 

79) VABK8'CL: SELSING, E. 

80) io-2 -3 ' c:^^ a §S^l§I t ? K " Kl 

' 81) SDS'CL: KAARTINEN , M . , I 

82) SCll'CL: KAARTINEN, M. 

83) 37A4'CL: NAHMIAS,C.,S 
,4, T3C-0, 50T gA M.S.,«EI 

• 85) LB'CL: HOECHTL, J . , MUE 
: 86) S107B'CL: KWAN,S.P.,M 
. 87) T2 B (l)'CL: i ROTH & M.S u 

88) 3BCV3'CL: CARROLL, W.L 

89) 36CV4'CL; CARROLL, W.L 

90) V-K10 ARS-A'CL: SANZ, 

91) AC-1001'CL: CHEN,H.-T 

92) 7F11' CL: . KAARTINEN, M. 

93) 2H1'CL: LI, Y.-W. ,LAWP 

94) H12'CL: KAARTINEN, M. , 
" 95) 5-27'CL: BEDZYK, W.D. 

' 96) 



lBClO'CL: KAARTINEN. 

MAKE LA, O . (H 



97) 
98) 



38C13'CL: CAMPBELL, M. 
38CCL: CARROLL, W.L. 
99) PC613'CI.: FEDDERSEN,! 
10 0, SKIWCL^ROT^H.^. 

101) MOPC173B'CL: MAX, E.E. 

102) Tl'CL: ALTENBURGER, W , 

103) K2A'CL: NISHIOKA,Y. « 



REFERENCE: SIGNAL PEPTIDES OF MOOSE KAPPA LIGHT CHAINS (cont'd) 



!>N DELETED 



•1370. . 

,.CHEM., 263,17100-17106. 



135-345. 

IA, 86,4624-4628. 



'.589-2593. (CHECKED BY 
3-40. 



17) MBrl'CL: ORLANDI.R. ,GUSSOW,D.H. , JONES, P. T. 

18) MRL-DKA10' 



6 WINTER, G, 



(1989) PROC. NATL. ACAD. SCI. USA, 86,3833-3837. 

THEOFILOPOULOS, A.N. (1985) 



28) 
29) 



31) 
32) 
33) 



41) • 
42) 



GIBSON,D.M. (1989) J. IMMUNOL. , 143, 



19) KS.l'CL: CORBET , 5 . , MI LI LI , M . v FOUGEREAU , M . 4 SCHIFF,C. (1987) J. IMMUNOL ., 138, 932-939 . 

20) BC-1004'CX: CHEN, H.-T. , RABAT, E.A. ,LUNDBLAD,A. fi RATCLIFFE, R.M. (1987) J.BIOL . CHEM. , 262, 13579-13583 . 

21) B003*46/2D7'CL: CHEN, H. -T. , KABAT, E. A. , LUNDBLAD, A. 4 RATCLIFFE. R.M . (1987) J.BIOL. CHEM., 262, 13579-13583 . 
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REOVIRUSTYPE 3/ AND ALSO HAS AUTOIMMUNE REACTIVITY TO THE CELL SURFACE RECEPTOR OF REOVIRUS . 
142) lOCU'CL: THE SEQUENCE WAS OBTAINED BY TRANSLATING THE NUCLEOTIDE SEQUENCE OF MRNA OF HYBRIDOMA FROM ADULT MOUSE 7 DAYS 

AFTER IMMUNIZATION. 

1431 18GB' CL- THE SEQUENCE WAS OBTAINED BY TRANSLATING THE NUCLEOTIDE SEQUENCE OF MRNA OF HYBRIDOMA FROM ADULT MOUSE 7 DAYS 
"AFTER IMMUNIZATION. 

• 146) SGll'CL- THE SEQUENCE WAS OBTAINED BY TRANSLATING THE NUCLEOTIDE SEQUENCE OF MRNA OF HYBRIDOMA FROM ADULT MOUSE 7 DAYS 
. • 'AFTER IMMUNIZATION. 

£m7) 14B4'CL: THE SEQUENCE WAS OBTAINED BY TRANSLATING THE NUCLEOTIDE SEQUENCE OF MRNA OF HYBRIDOMA FROM ADULT MOUSE 7 DAYS 
:'l49> mO'CL^E^SE^ENCrWAS. OBTAINED BY TRANSLATING THE NUCLEOTIDE SEQUENCE OF MRNA OF HYBRIDOMA FROM ADULT MOUSE 7 DAYS 



TUMOR CELL ESCAPE 



TUMOR CELL ESCAPE 



. S SCHECHTER, I. (1977) 
392-2400. (CHECKED BY 

. t SCHECHTER, I . (1978). 



AFTER IMMUNIZATION. 

■150> - 4FlO«CL- THE SEQUENCE WAS OBTAINED BY TRANSLATING THE NUCLEOTIDE SEQUENCE OF MRNA OF HYBRIDOMA FROM ADULT MOUSE 7 DAYS 
. 'AFTER IMMUNIZATION. 

154) H26'CL: ISOLATED 7 DAYS AFTER PRIMARY IMMUNIZATION. 
1 155) 3T2'CL: ISOLATED 7 DAYS AFTER PRIMARY IMMUNIZATION. 
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SPECIFIC NOTES: SIGNAL PEPTIDES OP MOOSE KAPPA LIGHT . CHAINS (cont'd) 



(SNF1) MOUSE. 

(SNF1) MOUSE. 

(SNF1) MOUSE. 

(SNFl) MOOSE. 



TUMOR CELL ESCAPE DUE 



156) 12G10'CL: ISOLATED 7 DAYS AFTER PRIMARY IMMUNIZATION. 

157) lOGlO'CX: ISOLATED 7 DAYS AFTER PRIMARY IMMUNIZATION, 
j 58) 3K3'CL: ISOLATED 7 DAYS AFTER PRIMARY IMMUNIZATION. 

159) 13D4'CL: ISOLATED 7 DAYS AFTER PRIMARY IMMUNIZATION . 

160) 9C6'CL: ISOLATED 7 DAYS AFTER PRIMARY IMMUNIZATION. 

161) .3B6'CL: ISOLATED 7 DAYS AFTER PRIMARY IMMUNIZATION. 

162) llGS'CL: ISOLATED 7 DAYS AFTER PRIMARY IMMUNIZATION. 

163) 564' CL: PATHOGENIC AUTOANTIBODY PRODUCED BY NEPHRITIS PRONE (SWR X NZB)F1 

164) 550' CL: PATHOGENIC AUTOANTIBODY PRODUCED BY NEPHRITIS PRONE (SWR X NZB)Fl 

165) 563 'CL: PATHOGENIC AUTOANTIBODY PRODUCED BY NEPHRITIS PRONE (SWR X NZB)Fl 

169) 567'CL: PATHOGENIC AUTOANTIBODY PRODUCED BY NEPHRITIS PRONE (SWR X NZB)F1 

170) 10.4'CL: ANTI- IDIOT YPE ANT I BODY -RESISTANT VARIANT CELL LINE DERIVED FROM B CELL LYMPHOMA 38C13. 

TO RE-REARRANGEMENT OF THE 38C13 TUMOR CELL IgKAPPA LOCUS. 
17.1) 3C5'CL: THE SEQUENCE WAS OBTAINED BY TRANSLATING THE NUCLEOTIDE SEQUENCE OF MRNA OF HYBRIDOMA FROM ADULT MOUSE 7 DAYS 
AFTER IMMUNIZATION. 

174) 2B7'CL: 2H7'CL IS A MOUSE ANTIBODY WHOSE VARIABLE REGIONS HAVE BEEN JOINED TO HUMAN IGG1 AND KAPPA CONSTANT REGIONS. 

THE RESULTING CHIMERIC MONOCLONAL ANTIBODY HAS. STRONG ANT I BODY -DEPENDENT CELLULAR CYTOTOXICITY WITH HUMAN 

EFFECTOR CELLS AND COMPLEMENT- DEPENDENT CYTOTOXICITY WITH HUMAN COMPLEMENT. 
176) 2C7'CX: THE SEQUENCE WAS OBTAINED BY TRANSLATING THE NUCLEOTIDE SEQUENCE OF MRNA OF HYBRIDOMA FROM ADULT MOUSE 7 DAYS.-". 

AFTER IMMUNIZATION. . 
180) MPCUC: THIS SEGMENT IS CONNECTED DIRECTLY TO THE KAPPA LIGHT CHAIN CONSTANT REGION. 
186) 91A3'CL: TERMINATION CODON AT POSITION -13. 

188) KOPC41A: THE AMINO ACID SEQUENCE TRANSLATED FROM THE DMA SEQUENCE (SEIDMAN, J.G. ,MAX,E. E. 4 LEDER, P. (1979) NATURE, 280, 
370-375.) HAS GLU AT POSITION -5. . 

+ THE FOLLOWING WERE EQUALLY AND MOST FREQUENTLY OCCURRING: ft 
AT POSITION RESIDUES 



SIGNAL PEPTIDES OF MOUSE LAMBDA L 

'CL CL 



-21 
-20 
-19 
-18 
-17 

-16- 
-15 
-14 
-13 
-12 

-11 
-10 
-9 



-6 
-5 
-4 
-3 
-2 

-1 



-21 
-20 
-19 
-10 
-17 

-16 
-15 
-14 
-13 
-12 



rtE T MEE 
ALA ALA 
TRP TRP 

ILE 

SER 

LEU LEU 
ILE 
LEU 
SER 



LEU 
LEU 
ALA 
LEU 



SER 
GLY 



ALA 

ILE 



MET MET 

*i& 

TRP TRP- 

ILE ILE 

SER SER 

leu LEU 

ILE ILE 
LEU LEU 
SER SER 

LEU LEU 
LEU LEU 
ALA ALA 
LEU ■ LEU 
SER SER 
SER SER 
Gli* • GL Y 
ALA ALA 
ILE ILE 
SER SER 



'CL 

me; 
al; 

TRI 



SE 
LE 
IL 
LE 
SE 

LE 
LE 
Al 
LI 

" SI 
SI 

Al 

i: 



-li 

-10 
-9 

-a 



-5 
-4 

-3 
-2 



VARIABILITY 



1 . 
1 . 
1. 
3.4 

2.2 

1. 

2.2 

2.2 

2.2 

2.2 

2.2 

2.2 

2.2 

3.4 

1 . 

1. 

2;2 

4.5 



TUMOR CELL ESCAPE DUE 
4 ADULT MOUSE 7 DAYS 



\ CONSTANT REGIONS. 
I CITY WITH HUMAN 



4 ADULT MOUSE 7 DAYS 



,P. (1979) NATURE, 280, 



SIGNAL PEPTIDES O? MOUSE LAMBDA LIGHT CBAIHS 

■ * ' CL f . ' CL • * 



-21 
-20 
-19 
-10 
-17 

-16- ■ 

-15 

-14 

-13 

-12 

-11 
-10 
-9 



-6 
-5 
-4 
-3 
-2 



MET 
ALA 

TRP 








— 




BZ3? . 


KE3J . 


METE 




HXOk 
TKP 


WtA 


At*' 




T-Rf. 


TOR 


TOP 


ILE 


ILE 


ILE 


ILE 


SER 


SER 


SER • 


SER 






ECU 


CEU 


ILE 


ILE 


ILE 


ILE 


LEU 


LEU 


LEU 


LEU 


SER 


SER 


SER 


SER 










LEU ' 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


ALA 


ALA 


ALA 


ALA 


LEU 


LEU • 


LEU 


. LEU 


SER 


SER 


SER 


SER 


£ER 


SER 


SBR 


SER 


GltV 
ALA 


sue 


era 


GtX 


ALA 


ALA 


ALA 


ILE 


ILE 


ILE 


ILE 


SBR 




SBR 


SER 



12 I OF I OF 

MOPC SEQUENCES AMINO 
315-26 ACIDS 
'CL' ; 



.. OCCURRENCES 
OF MOST COMMON 
AMINO ACID 



MET 
AHA 

raff 

ILE 

SER 
ISO 
ILE 
LEU 
SER 



LEU 
LEU 
ALA 

LEU 



ALA 

ILE 



ME IE RES 

Mm torn 

DPKK BR7< 

. ILE THR 

SER SER 

EQU LEO 

ILE ILE 

LEU LEU 

SER SER 



■ Kssa 

THR 

SER 
LEU 
.ILE 
LEU 



LEU LEU 

LEU LEU . 

ALA ALA- 
LED ... LEU. 

SER CYS 

SER SEB 

cia ewe 

ALA ALA . 

ILE SBR 

SEB SER 



LEU 
LEU 
ALA 
LEU 



ALA . 
SER 









VRPi 


TiRJ? 


•OTP 


THR 


THR 


ILE 


SER 


PRO 
UBB 


SBR 
' BBC 


VEB 
ILE 


PHE 


.ILE. 


LEU. 


PHE 


LEU 


SER 


PHE 


SER 








LEU 


.PHE 


; LEU 


LEU 


VAL 


LEU 


ALA 


LEU 


ALA 


LEU 


■ HIS 


LEU 


CYS 
SER 
G£tt 


CYS 


SER 


ssa 

GLT 


SER 
OLY 


ALA 


SER 


ALA 


ILE 


PHE 


' ILE 



MEE 
ALA 
TRB- 
THR 

SER 
LEff 

ILE 
LEU 



LEU 
LEU 
ALA 
LEU 

CYS 
8SR 



12 
12 
12 

. 12 

12 
12 
12 
12 
12 

; 12 
12 

• 12 
12 

12 
1-2 
12 
.12 



12 (MET) 
12 (ALA) 
12(TRP> 
7<ILE) 

1H SER) 
12 (LEU) 
11 (ILE) 
11 (LEU) 
11 (SER) 

11 (LEU) 
11 (LEU) 
11 (ALA 
11 (LEU) 

7 (SER) 
12 (SER) 
12(GLY) 
11 (ALA) 

8 (ILE) 

12 (SER) 



VARIABILITY 



t 



-21 
-20 
-19 
-18 
-17 
-16 
-15 
-14 
-13 
-12 

-11 
-10 
-9 
-8 
-7 



1. 
1. 
1. 
3.4 

2.2 

1. 

2.2 

2.2 

2.2 

2.2 

2.2 

2.2 

2.2 

3.4 

1. 

1. 

2.2 

4.5 
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GENERAL NOTES: SIGNAL PEPTIDES OF MOUSE LAMBDA LIGHT CHAINS 

# THE NUCLEOTIDE SEQUENCES OP DIFFERENT CLONES CONTAIN AN INTERVENING 
THE SPLICING OUT OF- THESE INTRONS COULD OCCUR BETWEEN AMINO ACID 
HOWEVER, _IF_THE_SPLICING^^ AT_THB 



OCCURRING WITHIN THE 
CLONE : 
S43'CL 

IG3 03 LAMBDA' CL 
IG99LAMBDA' CL 
WES-IG13'CL 
MOPC315-26'CL' 
243'CL 



)D0N OF AMINO ACID RESIDUE -4 . THE INTRON 

SOURCE: INTRON SIZE 
MOUSE MYELOMA CDNA 

MOUSE H2020 MYELOMA DNA 93 

MOUSE EMBRYO DNA 93 

MOUSE EMBRYO DNA 93 

MOUSE MYELOMA DNA 93 
CHICKEN SPLEEN CELL CDNA 



-29 
-28 
-27 
-26 
-25 

-24 
-23 
-22 
-21 
-20 

-19 
-18 
-17 
-16 
-15 

-14 
-13 
-12 
-11 
-10 

-9 



-6 
-5 
-4 

-3 
-2 
-1 



MET 
MET 
ALA 
ALA 
LEU 
GLN 
LEO 

LEU 
GLY 
VAL 
ALA 



MET 
GLY 
VAL 
ARG 
MET 

GLU 
SER 
HIS 
THR 
ARG 

VAL 
PHE 
ILE 
PHE 
LEU 



SER LEU 

SER LEU 

GLY TRP 

SER LEU 

GLN SER 

ALA GLY 

MET THR 

ARG ASP 

CYS GLY 



SPECIFIC NOTES: SIGNAL PEPTIDES OF MOUSE LAMBDA LIGHT CHAINS 

7) MOPC315: 



IT HAS ALSO BEEN SEQUENCED BY OTHERS ( JILKA, R.L. * "STKA,S. U979) ^ 

R at POSITION -3 INSTEAD OF ALA, AND ALA AT POSITION -2 INSTEAD OF SER. THE LISTED SEQUENCE IS IN AGRbEMi.Nl 
TH A THAT TRANSLATED FROM THE NUCLEOTIDE SEQUENCE OF A CLONE OF MOUSE MYELOMA CDNA (BOTHWELL, A. L.M. , PASKIND, M. , 



WITH THAT TRANSLATED FROM THE NUCLEOTIDE SEQUENCE OF A CLONE OF MOUL 
RETH,M?VlMANISHI-KARI,T. , RAJEWSKY, K. £ BALTIMORE, D . (1982) NATURE, 298, 380-382) . 
10) Y31'CL: THIS IS A NEW MOUSE LAMBDA LIGHT CHAIN GENE DESIGNATED AS lambda X. 



08/06/79) 
08/06/79) 
URE, 298, 380-382. 

78) BIOCHEMISTRY, 17, 

A,75, 1485-1489. 

5-9188; SANCHEZ, P., 
09/26/85) 

(CHECKED BY AUTHOR 



IS OF VARYING LENGTHS. 
1 WITHIN POSITION -4. 
[NE THE JOINING AS 
TED BELOW: 



.0-9276.) ; THEY FOUND 
fENCE IS IN AGREEMENT 

:ll,a.l.m.,paskind,m, , 



SIGNAL PEPTIDES OF MISCELLANEOUS KAPPA LIGHT CHAINS 





INVARIANT 


YTH 
'CL 


2 


3 

1 2*1. 
; CL 


4 

IR- 

52 


-29 
















-28 
















-27 
















-26 















-25 
















-24 







MET 







-23 






GLY 







-22 







VAL 








-21 




MET 


ARG 








-20 




MET 


MET 


MET 


MET 


-19 




ALA 


GLU 


GLU 


MET 


-18 




ALA 


SER 


SER 




-17 




LEU 


HIS 


GLN 


PRO 


-16 




GLN 


THR 


THR 




-15 




LEU 


ARG 


GLN 




-14 




LEU 


VAL 


VAL 


LEU 


-13 




GLY 


PHE 


LEU 


LEU 


-12 




VAL 


ILE 


MET 




-11 




ALA 


PHE 


SER 


LEU 


-10 




ALA 


LEU 


LEU 


LEO 


-9 




SER 


LEU 


LEU 


LEU 


-B 




SER 


LEU 


LEU 


LEU 


-7 




GLY 


TRP 


TRP 




-6 




SER 


LEU 


ILE 


LEU 


-5 




GLN 


SER 


SER 


PRO 


-4 




ALA 


GLY 


GLY 




-3 




MET 


THR 


TRR 


MET 


-2 




ARG 


ASP 


CYS 




-1 




CYS 


GLY 


GLY 





6 

IR- 



MET 
ASP 
MET 



LEU 
GLY 



LEU 
LEU 



LEU 
GLY 



LEU 
LEU 







9 


10 


11 


12 


/I OA 


V20 


17D9 V19A V18B 


3C8 


'CL 


' CL 


'CL 


'CL 


CL 


'CL 
























- ~ - 







--- 















- 



















- — 
— - 




— - 
















MET 


MET 




MET 


MET 




ASP 


ASP 










THR 


THR 




THR 


THR 
THR 




ARG 


ARG 




ARG 


ARG 




ALA 


ALA 




ALA 


ALA 




PRO 


PRO 




PRO 


PRO 




THR 


THR 










GLN 


GLN 




GLN 


GLN 




LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


TRP 


TRP 


TRP 


TRP 


TRP 


TRP 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


PRO 


PRO 


PRO 


PRO 


PRO 


PRO 


GLY 


ASP 


GLY 


GLY 


GLY 


GLY 


ALA 


ALA 


ALA 


ALA 


ALA ALA 


ILE 


ARG 


ARG 


THR 


THR ARG 


CYS 


CYS 


CYS 


PHE 


PHE 


CYS 



15 
12F2 



16 
RAB 



12F2 B2'CL B5'CL SHARK 
# « 1122 



17 t OF I OF 

HORNED SEQUENCES AMINO 



MET 
ASP 
THR 

ARG 
ALA 
PRO 
THR 
GLN 
LEU 
LEU 
GLY 
LEU 
LEU 

LEU 
LEU 
TRP 
LEU 
PRO 
GLY 
ALA 
ARG 
CYS 



LEU LEO 

LEU LEU 

LEU LEO 

LEU LEU 

LEU LEO 

LEU .LEU 



GLY 
ALA 
ARG 
CYS 



THR 

ARG 
ALA 
PRO 
ALA 
GLN 
LEU 
LEU 
GLY 
LEU 
LEU 

LEU 
LEO 
TRP 
LEU 
PRO 
GLY 
ALA 
ARG 
CYS 



MET 
TYR 

LEU 
LEU 
GLY 
THR 
LEU 

LEU 
LEU 
HIS 
LEU 
THR 
GLY 
VAL 
LEU 
ALA 



10 
9 
10 
10 
10 

15 
17 
14 
15 
17 

17 
17 
12 
15 
14 

15 
14 

13 
13 



PRECURSOR OF: 

1) TTH 34.5HVCL: RAT KAPPA LIGHT CHAIN 

2) IR-102: RAT KAPPA LIGHT CHAIN OF IR-102 
4 3) Y3-Ag 1.2.3.'CL: RAT KAPPA LIGHT CHAIN 

4) IR-52: RAT KAPPA LIGHT CHAIN OF IR-52 

5) IR-487A: RAT KAPPA LIGHT CHAIN OF IR-487 (2 DIFFERENT PRECURSORS) 

6) IR-487B: RAT KAPPA LIGHT CHAIN OF IR-487 (2 DIFFERENT PRECURSORS) 

7) VIBA'CL: RABBIT KAPPA LIGHT CHAIN 

8) V20'CL: RABBIT KAPPA LIGHT CHAIN 

9) 17D9'CL: RABBIT KAPPA LIGHT CHAIN 

10) VIBA'CL; RABBIT KAPPA LIGHT CHAIN 

11) VIBB'CL: RABBIT KAPPA LIGHT CHAIN 

12) 3CB'CL: RABBIT KAPPA LIGHT CHAIN 

13) V19B'CL: RABBIT KAPPA LIGHT CHAIN 

14) RUB 12P2: RABBIT KAPPA LIGHT CHAIN 

15) 12F2 B2'CL: RABBIT KAPPA LIGHT CHAIN 

16) RAB B5'CL: RABBIT KAPPA LIGHT CHAIN 

17) HORNED SHARK 1122 'CL: HORNED SHARK KAPPA LIGHT CHAIN 
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14) 
IS) 



16) 
17) 



EMH 12F2: DREHER, K. L. , SOGN, J . A, GATES, F.T . , III, KUO, M. C. £ KINDT, T.J. (1983) J. IMMUNOL. , 130, 4 42-4 48 . 

12F2 B2'CL: HEIDMANN, O. , AUFFRAY, C . , CAZENAVE, P .A. £ ROUGEON, F. (1981) PROC. NAT. ACAD. SCI .USA, 78, 5802-5806; DREHER, K.L., 

EMORINE, L., KINDT, T.J. t MAX, E . E . (1983) PROC. NAT. ACAD . SCI . USA, 80, 4489-44 93; DREHER, K.L., SOGN, J. A. , GATES, F.T. , III, 
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GENERAL NOTES: SIGNAL PEPTIDES OF MISCELLANEOUS KAPPA LIGHT CHAINS 

# THE NUCLEOTIDE SEQUENCES OF DIFFERENT CLONES CONTAIN AN INTERVENING SEQUENCE OF NONTRANS LATED BASES OF VARYING LENGTHS. 
THE SPLICING OUT OF THESE INTRONS COULD OCCUR BETWEEN AMINO ACID POSITIONS -5 AND -4. OR -4 AND -3, OR WITHIN POSITION -4. 
HOWEVER, IF THE SPLICING REQUIRES GT AT THE 5' -END AND AG AT THE 3' -END OF THE INTRON, THIS WOULD DEFINE THE JOINING AS 
OCCURRING WITHIN THE CODON OF AMINO ACID RESIDUE -4. THE INTRON SIZES OF DIFFERENT SEQUENCES ARE LISTED BELOW: 



CLONE: 


SOURCE: 


INTRON SIZE: 




HKIOO'CL 


HUMAN 


FETAL LIVER DNA 


118 




HKIOI'CL 


HUMAN 


FETAL LIVER DNA 


125 




HK102'CL 


HUMAN 


FETAL LIVER DNA 


125 




M0PC173B'CL 


MOUSE 


ADULT DNA 


121 




S107B'CL * 


MOUSE 


ADULT MYELOMA DNA 


175 




L8'CL 


MOUSE 


ADULT LIVER DNA 


175 




K2'CL 


MOUSE 


EMBRYO DNA 


118 




MPCll'CL 


MOUSE 


ADULT DNA 


242 




VKAPPA167'CL 


MOUSE 


ADULT LIVER DNA 


365 




L6'CL 


MOUSE 


ADULT LIVER DNA 


113 




L7'CL 


MOUSE 


ADULT LIVER DNA 


206 




Tl'CL 


MOUSE 


ADULT MYELOMA DNA 


113 




T2'CL 


MOUSE 


ADULT MYELOMA DNA 


215 




VTl/B'CL 


MOUSE 


ADULT MYELOMA DNA 


113 




VTNP'CL 


MOUSE 


HYBRIDOMA DNA 


177 





INVARIANT 1 2 

RESIDUES RAT oDH7 cVLj f 

VL *CL ' CL 7 
' CL « 



-21 
-20 
-19 
-18 
-17 

-16 
-15 
-14 
-13 
-12 

!l 

-9 



-6 
-5 



-3 
-2 



MET 



LEU 
LEU 



MET 


MET 


MET 


THR 


ALA 


ALA 


CYS 


CYS 


CYS 


THR 


THR 


THR 


SER 


PRO 


PRO 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 










LEU 


LEU 


LEU 


THR 


THR 


LEU 


LEU 


LEU 


ALA 


LEU 


LEU 


VAL 


GLN 


GLN 


CYS 
SER 


CYS 


SER 


THR 


THR 


GLY 


GLY 


GLY 


ALA 


SER 


SER 


ILE 


LEU 


LEU 


SER 


SER 


SER 



22 23 24 25 
CLONE CLONE CLONE CHICK 
E5 5 . 12 VI 

'CL 'CL 'CL 'CL 

__ 

-20 
-19 
-18 
-17 

-16 
-15 
-14 
-13 
-12 
-11 
-10 

-9 

-8 

-7 

-6 
-5 
-4 
-3 
-2 



SER 


SER 


SER 


PR 


LEU 


LEU 


LEU 


AR 


VAL 


VAL 


VAL 


LE 


GLN 


GLN 


GLN 


TR 


ALA 


ALA 


ALA 


■ AS 



SPECIFIC NOTES: SIGNAL PEPTIDES OF MISCELLANEOUS KAPPA LIGHT CHAINS 

14) RMH 12F2: THIS IS OBTAINED FROM A RABBIT-MOUSE HYBRIDOMA (RMH) . 

15) 12F2 B2'CL: POSITIONS -22.-14.-13,-11 TO -8 WERE DETERMINED BY AMINO ACID SEQUENCING. 

RABBIT K1B4'CL. THE AUTHORS ALSO CALL THIS SEQUENCE PB4D5 . 



THE CONSTANT REGION IS CALLED 



OLE", 0 . , ZEMELL, R . & 

105,1408-1415. (CHECKED 

.,105,1408-1415. 

.,105,1408-1415. 

CI .USA, 81, 17 94-1798. 



802-5806; DR£HER,K.L., 
,SOGN,J.A.,GATES,S*.T.,III, 



ASES OP VARYING LENGTHS. 

OR WITHIN POSITION -4. 
EFINE THE JOINING AS 
ISTED BELOW: 



SIGNAL PEPTIDES OF MISCELLANEOUS LAMBDA LIGHT CHAINS 

2 3 4 5 6 

pDH7 rVL3 pDH8 rVL2 G4 

>CL 'CL r CL 'CL 'C. 
t 



INVARIANT 1 
RESIDUES RAT ; 

VL 
'CL 



G4 Sll IgL B19/gl bu 36 
GERM- 'CL 'CL 'CL 'CL 



12 13 14 15 16 17 
sp 126 243 H18 H13 BU bu 24 
?CL 'CL 'CL 'CL 'CL ' CL 



18 19 20 
bu 2 sp 1 SHEEP 
'CL 'CL pSLC 
CL 
♦ 



21 
CHICKEN 
LAMBDA 
1 

'CL 



-20 
-19 
-18 
-17 

-16 

-15 
-14 
-13 
-12 

-11 
-10 
-9 
-8 
-7 

-6 

-5 



MET 



LEU 
LEO 



MET 


MET 


MET 




MET 


THR 


ALA 


ALA 




ALA 


CYS 


CYS 


CYS 




CYS 






THR 




THR 


SER 


PRO 


PRO 




PRO 


LEU 


LZ13 


fcRU 




BED 


LEU 


y&v 


LEU 




WOT 
LEU 


LEU 


LEO 


LEU 




ILE 


LEU 


LEU 




LEU 




BHD 


LEO 




CEU 


LEU 


THR 


THR 




THR 


LEU 


LEU 


LEU 




LEU 


ALA 


LEU 


LEU 




LEU 


VAL 


GLN 


GLN 




GLN 


CYS 


CYS 


SER 




CYS 


SER 


THR 


THR 


THR 


THR SER 


GLY 


GLY 


GLY 


GLY 


GLY LEU 


ALA 


SER 


SER 


SER 


SER VAL 


ILE 


LEU 


LEU 


LEO 


LEU GLN 


SER 


SER 


SER 


SER 


SER ALA 



LEO 
VAL 
GLN 



MET 
ALA 
TRP 
ALA 
PRO 

LEO 
LEU 
LEO 
ALA ALA 
VAL VAL 

GEO LEW 
ALA ALA 
HIS HIS 
THR THR 
SER SER 
GLY GLY 
SER SER 
LEU LEU 
VAL VAL 
GLN GLN 

ALA ALA 



ALA 
TRP 
ALA 
PRO 

LEO 

LEU - LEU 
•LEU LEO 
ALA ALA ALA 
VAL VAL VAL 



SER SER 

LEU LEO 

VAL VAL 

GLN GLN 

ALA ALA 



SER 
LEO 
VAL 
GLN 

ALA 



LEU 
ALA 
HIS 
THR 
SER SER 
GLY GLY 
SER SER 
LEU LEU 
VAL VAL 
GLN GLN 



LEO 
ALA 
HIS 
THR 
SER 

GLY 

SER SER 

LEU LEU 

VAL VAL 

GLN GLN 



MET 
ALA 
TRP 
SER 
PRO 
LEU 
LEU 
LEU 
THR 

LEU 
VAL 
ALA 

LEU 

CYS 

SER SER THR 
LEU LEU GLY 
VAL VAL SER 
GLN GLN TRP 



MET 
ALA 
TRP 
ALA 
PRO 

LEU 
LEU 
LEU 
ALA 
VAL 

LEU 
ALA 
• HIS 
THR 
SER 

GLY 
SER 
LEU 
VAL 
GLN 



ALA ALA ALA ALA ALA ALA ALA ALA ALA 



CLONE CLONE CLONE CHICKEN CHICKEN CHICKEN SEQUENCES AM 
pc 5 i? VI V2 V3 

'CL 'CL 'CL 'CL 'CL 'CL 



# OF 

:no 
:ds 



-21 
-20 
-19 
-18 
-17 

-16 
-15 
-14 

-13 
-12 

-11 
-10 
-9 
-8 
-7 

-6 
-5 
-4 
-3 
-2 



LEO 
VAL 
GLN 



LEU 
VAL 
GLN 



LEU 
. VAL 
GLN 



PRO 
ARG 
LEU 
TRP 



ALA ALA ALA 







3 






8 






8 
8 






8 
8 






9 






» 






11 






11 






9 






11 






11 






11 






12 






• 12 


SER 


ALA 


27 


LEO 


. TYR 


. 27 


VAL 


SER 


27 


GLN 


ARG 


27 


ALA 


GLY' ' 


• ' 27 



3TANT REGION IS CALLED 



> / 



PRECURSOR OF: 

1) RAT VL'CL: RAT LAMBDA LIGHT CHAIN 

2) pDH7'OL: BASILEA RABBIT LAMBDA LIGHT CHAIN 

3) rVL3'CL; RABBIT LAMBDA LIGHT CHAIN 

4) pDH8'CL: BASILEA RABBIT LAMBDA LIGHT CHAIN 

5) rVL2'CL: RABBIT LAMBDA LIGHT CHAIN 

6) G4'CL: CHICKEN LAMBDA LIGHT CHAIN 

7) G4 GERMLINR'CX: CHICKEN LAMBDA LIGHT CHAIN 

8) Sll'CL: CHICKEN LAMBDA LIGHT CHAIN 

9) IgL'CL: CHICKEN LAMBDA LIGHT CHAIN 

10) B19/?1'CL: CHICKEN LAMBDA LIGHT CHAIN 

11) bu 36' CL: CHICKEN LAMBDA LIGHT CHAIN 

12) ap 126' CL: CHICKEN LAMBDA LIGHT CHAIN 

13) 243'CL: CHICKEN LAMBDA LIGHT CHAIN 

14) HlS'CL: CHICKEN LAMBDA LIGHT CHAIN 

15) H13'CL: CHICKEN LAMBDA LIGHT CHAIN 
16} Hll'CL: CHICKEN LAMBDA LIGHT CHAIN 
17} bu 24 'CL: CHICKEN LAMBDA LIGHT CHAIN 

18) bu 2'CL: CHICKEN LAMBDA LIGHT CHAIN 

19) sp l'CL: CHICKEN LAMBDA LIGHT CHAIN 

20) SHEEP pSLC'CL: SHEEP LAMDA CHAIN 

21) CHICKEN LAMBDA 1 'CL: CHICKEN LAMBDA LIGHT CHAIN 

22) CLONE E5'CL: CHICKEN LAMBDA LIGHT CHAIN 

23) CLONE 5'CL: CHICKEN LAMBDA LIGHT CHAIN 

24) CLONE 12 'CL: CHICKEN LAMBDA LIGHT CHAIN 

25) CHICKEN VI 'CL: CHICKEN VI IN PSEUDOGENES OF VARIABLE REGION 

26) CHICKEN V2 ' CL: CHICKEN V2 IN PSEUDOGENES OF VARIABLE REGION 
27 > CHICKEN V3 ' CL : CHICKEN. V3 IN PSEUDOGENES OF VARIABLE REGION 



SIGNAL PEPTIDES 07 HUMAN HEA\ 

INVARIANT 1 2 3 4 
RESIDUES 21-2 3-1 1-92 V; 

'CL 'CL 'CL 'C 



REFERENCE: SIGNAL PEPTIDES OF MIS 



OS LAMBDA LIGHT CHAINS 



1) RAT VL'CL: STEEN, M. -L. , BELLMAN, L. £ PETTERSSON, U . (1987) GENE, 55, 75-84 . 

2) pDH7'CL: HAYZER, D.J. £ JATON.J.-C. (1987) J. IMMUNOL. , 138, 2316-2322 . (CHECKED BY AUTHOR 07/13/87) 

3) rVL3'CL: HAYZER, D . J. t JATON,J.-C. (1989) GENE, 80, 185-191 . 

4) pDHS'CL: HAYZER, D.J. £ JATON,J.-C. (1989) GENE, 80, 185-191 . 

5) rVL2'CX: HAYZER, D.J. & JATON,J.-C. (1989) GENE, 80, 185-191 . 

6) C4'CL: KIM, S . , HUMPHRIES, E. H . , T JOE LKER, L. , CARLSON, L. £ THOMPSON, C .B. (1990) MOL. CELL. BIOL. , 10, 3224-3231 . 

7) G4 GERMLIKE' CL : KIM, S. , HUMPHRIES, E. H. ,TJOELKER, L. , CARLSON, L. £ THOMPSON, C.B. (1990) MOL. CELL. BIOL. , 10, 3224-3231 . 



8) Sll'CL: PARVARI,R.,ZIV,E.,LENTNER,F.,TEL-OR,S.,BURSTEIN,Y. & SCHECHTER, I. (1987) 



J., 6, 97-102. 

& THOMPSON, C.B. (1989) CELL, 56, 



9) IgL'CL: MCCORMACK, W.T. ,TJOELKER, L.W. , CARLSON, L .M. , PETRYNI AK, B . , BARTH, C.F. , HUMPHRIES, E.B 

10) B19/gl'CL: PARVARI, R. , ZIV, E. ,LANTNER,F ., HELLER, D. £ SCHECHTER, I . (1990) PROC.NATL. ACAD. SCI .USA, 87, 3072-3076. 

11) bu 36' CL: PARVARI , R . , Z IV, E . , LANTNER, F . , HELLER, D . £ SCHECHTER, I. (1990) PROC .NATL. ACAD. SCI .USA, 87, 3072-3076. 

12) Bp 126' CL: PARVARI, R., ZIV, E. , LANTNER, F. , HELLER, D. & SCHECHTER, I . (1990) PROC. NATL. ACAD. SCI .USA, 87, 3072-3076. 

13) 243'CL: REYNAUD, C. A. , DAHAN, A. & WEILL,J.C. (1983) PROC. NAT. ACAD. SCI. USA, 80, 4099-4103. (CHECKED BY AUTHOR 02/22/8S) 

14) HIB'CL: PARVARI , R. , ZIV, E . , LENTNER, F . , TEL-OR, S . , BURSTEIN, Y . fi SCHECHTER, I . (1987) EMBO J., 6, 97-102. 

15) H13'CL: PARVARI, R. , ZIV, E. , LENTNER, F . , TEL-OR, S . , BURSTEIN, Y. £ SCHECHTER, I . (1987) EMBO J. ,6, 97-102. 

16) Hll'CL: PARVARI, R. , ZIV, E . , LENTNER, F . , TEL-OR, S . , BURSTEIN, Y. £ SCHECHTER, I. (1987) EMBO J. ,6, 97-102. 

17) bu 24'CL: PARVARI, R.,ZIV,£., LANTNER, F., HELLER, D. £ SCHECHTER, I . (1990) PROC. NATL. ACAD. SCI. USA, 87, 3072-3076. 
19) bu 2'CL: PARVARI, R. , ZIV, E. , LANTNER, F. , HELLER, D. £ SCHECHTER, I . (1990) PROC. NATL. ACAD. SCI. USA, 87, 3072-3076. 

19) ip l'CL: PARVARI, R.,Z IV, E., LANTNER, F., HELLER, 0. £ SCHECHTER, I . (1990) PROC. NATL. ACAD. SCI .USA, 87, 3072-3076. 

20) SHEEP pSLC'CL: FOLEY, R.C. £ BEH,K. J. (1989) J. IMMUNOL. , 142, 708-711 . 

21) CHICKEN LAMBDA 1 'CL: REYNAUD, C . -A . , ANQUEZ , V . , DAHAN, A . £ WEILL, J. -C. (1985) CELL, 40, 283-291 . 

22) CLONE E5'CL: KIM, S ., HUMPHRIES, E. H. , TJOELKER, L. , CARLSON, L. £ THOMPSON, C . B . (1990) MOL. CELL. BIOL. , 10, 3224-3231. 

23) CLONE 5'CL: KIM, S . , HUMPHRIES, E . H . , TJOELKER, L ., CARLSON, L. £ THOMPSON, C.B. (1990) MOL. CELL. BIOL. , 10, 3224-3231 . 

24) CLONE 12' CL: KIM, S ., HUMPHRIES, E .H. , TJOELKER, L. , CARLSON, L. £ THOMPSON, C, B. (1990) MOL. CELL. BIOL. , 10, 3224-3231 . 

25) CHICKEN VI 'CL: REYNAUD, C. -A. , ANQUEZ, V. , DAHAN, A. £ WEILL, J. -C. (1985) CELL, 40, 283-291 . 

26) CHICKEN V2 'CL: REYNAUD, C. -A. , ANQUEZ, V. , DAHAN, A. £ WEILL, J. -C. (1985) CELL, 40, 283-291 . 

27) CHICKEN V3 'CL: REYNAUD, C. -A. , ANQUEZ, V. , DAHAN, A. £ WEILL, J. -C. (198S) CELL, 40, 283-291 . 

GENERAL NOTES: SIGNAL PEPTIDES OF MISCELLANEOUS LAMBDA LIGHT CHAINS 

f THE NUCLEOTIDE SEQUENCES OF DIFFERENT CLONES CONTAIN AN INTERVENING SEQUENCE OF NONTRANSLATED BASES OF VARYING LENGTHS. 
THE SPLICING OUT OF THESE INTRONS COULD OCCUR BETWEEN AMINO ACID POSITIONS -5 AND -4, OR -4 AND -3, OR WITHIN POSITION -4. 
HOWEVER, IF THE SPLICING REQUIRES GT AT THE 5' -END AND AG AT THE 3* -END OF THE INTRON, THIS WOULD DEFINE THE JOINING AS 
OCCURRING WITHIN THE CODON OF AMINO ACID RESIDUE -4. THE INTRON SIZES OF DIFFERENT SEQUENCES ARE LISTED BELOW: 



CLONE: 
S43'CL 

IG303LAMBDA' CL 

IG99LAMBDA'CL 

WES-IG13'CL 

MOPC315-26'CL' 

243'CL 



SOURCE: 

MOUSE MYELOMA CDNA 
MOUSE H202O MYELOMA DNA 
MOUSE EMBRYO DNA 
MOUSE EMBRYO DNA 
MOUSE MYELOMA DNA 
CHICKEN SPLEEN CELL CDNA 



INTRON SIZE: 



93 
93 



93 
93 



SIGNAL PEPTIDE8 OF MISCELLANEOUS LAMBDA LIGHT CHAINS 



SPECIFIC NOTES: 

Z) pDH7'CL: ISOLATED FROM SPLEEN OF BASILEA RABBIT HYPERIMMUNE ZED WITH TYPE II PNEUMOCOCCAL POLYSACCHARIDE. 

8) Sll'CL: FROM cDNA OF CHICKEN SPLEEN. 

14} HlS'CL: FROM cDNA OF CHICKEN HARDER GLAND (A GLAND ENRICHED WITH IMMUNOCYTES) . 

15) HlS'CL: FROM CDNA OF CHICKEN HARDER GLAND (A GLAND ENRICHED WITH IMMUNOCYTES). 

16) Hll'CL: FROM cDNA OF CHICKEN HARDER GLAND (A GLAND ENRICHED WITH IMMUNOCYTES). 
20} SHEEP pSLC'CL: TRANSLATED FROM CDNA OF SHEEP LYMPHOCYTES 



-20 • 

-19 

-18 

-17 

-16 

-15 
-14 
^13 
-12 
-11 

-10 
-9 
-8 
-7 
-6 

-5 
-4 

-3 
-2 
-1 



ASP ASP 
TRP TRP 
THR THR 
TRP TRP 

ARG ARG 
VAL VAL 
PHE PHE 
CYS CYS 

LEU LEU 
LEU LEU 
ALA ALA 
VAL VAL 
ALA ALA 

PRO PRO 
GLY GLY 
ALA ALA 
HIS HIS 
SER SER 



vsm Ml 

ASP A 
TRP T 
THR T 
TRP T 

ARG t 
ILE ) 
LEU ) 
PHE ! 

LEU 
VAL 
ALA 
ALA 
ALA 

THR 
GLY 
ALA 
HIS 
SER 





22 


23 


24 


25 




ND 


1B9/F2 71-5 


VH251 




'CL 


'CL 


'CL 


'CL 






1 


4 




-20 


MET. 


ME* 


' MET 


MET 


-19 


ASP 


ASP 


ASP 


GLY 


-18 


TRP 


TRP 


TRP 


SER 


-17 


THR 


THR 


ILE 


THR 


-16 


TRP 


TRP 


TRP 


ALA 


-15 




SER 


ARG 


ILE 


-14 


ILE 


ILE 


ILE 


LEU 


-13 


LEU 


LEU 


LEU 


ALA 


t12 


PHE 


PHE 


PHE 


LEU 


-11 










-10 


LEU 


LEU 


LEU 


LEU 


-9 


VAL 


VAL 


VAL 


LEU 


-8 


ALA 


ALA 


GLY 


ALA 


-7 


ALA 


ALA 


ALA 


ILE 


-6 


ALA 


ALA 


ALA 


LEU 


-5 


THR 


THR 


THR 


GLN 


-4 


ARG 


GLY 


GLY 


GLY 


-3 


VAL 


ALA 


ALA 


VAL 


-2 


HIS 


HIS 


HIS 


CYS 


-1 


SER 


SER 


SER 


ALA 





43 


44 


45 


46 


4 




C6B2 


58P2 


SUP-T1 


11 


7 




'CL 


'CL 


VH-JA 


'CL 








» 


'CL 
# 






-20 


MET. 


MET 


MET. 


MET- M 


-19 


LYS 


LYS 


LYS 


LYS 


L 


-18 


HIS 


HIS 


HIS 


HIS 


H 


-17 


. LEU 


LEU 


LEU 


LEU 


L 


-16 


TRP 


TRP 


TRP 


TRP 


T 


-15. 


PHE 


PHE 


PHE 


PHE 


P 


-14 


PHE 


PHE 


PHE 


PHE 


P 


-13 


LEU 


LEU 


LEU 


LEU 


L 


-12 
-11 


LEU 


LEU 


LEU 


LEU 


L 


-10 


LEU 


LEU 


LEU 


LEU 


I 


-9 


VAL 


VAL 


VAL 


VAL 




-8 


ALA 


ALA 


ALA 


ALA 


P 


-7 


ALA 


ALA 


ALA 


ALA 


P 


-6 


PRO 


PRO 


PRO 


PRO 


P 


-5 


ARG 


ARG 


ARG 


ARG 


P 


-4 


TRP 


TRP 


TRP 


TRP 


7 


-3 


• VAL 


VAL 


VAL 


VAL 


V 


-2 


LEU 


LEU 


LEU 


LEU 


I 


-1 


• SER 


SER 


SER 


SER 







. ' '66 


67 


68 


69 




Ab25 


RF-KL1 


Ab21 


Vh36 




'CL 


'CL 


'CL 


C1.1C 
'CL 


-20 


MET 


MET- 


MET 


MET 


-19 


GLU 


GLU 


GLU 


GLU 


-18 


PHE 


PHE 


PHE 


PHE 


• -17 


GLY 


GLY 


GLY 


GLY 


-16 .- 


. LEU 


LEU 


LEU 


LEU 


-15 


SER 


SER 


ARG 


SER 


-14 


•TRP 


TRP 


TRP 


TRP 


-13 


LEU 


LEU 


LEU 


LEU 


-12 

Til 


• PHE 


PHE 


PHE 


PHE 


-10 


■ LEU 


LEU 


LEU 


LEU 


-9 


■VAL 


VAL 


VAL 


VAL 


-8 


ALA 


ALA 


ALA 


ALA 


' -7 


ILE 


ILE 


ILE 


ILE 


-6 


•LEU 


LEU 


LEU 


LEU 


-5 


' LYS 


LYS 


LYS 


LYS 


-4 


GLY 


GLY 


GLY 


GLY 


-3 


VAL 


VAL 


VAL 


VAL 


-2 


GLN 


GLN 


GLN 


GLN 


.-1 


CYS 


. CYS 


CYS 


CYS 





!4-3231. 

)L., 10, 3224-3231. 
>2. 

•SOH,C.B. (1989) CELL, 56, 

17,3072-3076. 
',3072-3076. 
17,3072-3076. 
BY AUTHOR 02/22/85) 
12. 
12. 
12. 

', 3072-3076. 
3072-3076. 
3072-3076. 



10,3224-3231. 
.0,3224-3231. 
10,3224-3231, 



iSES OF VARYING LENGTHS . 
OR WITHIN POSITION -4. 
iFINE THE JOINING AS 
ISTED BELOW: 



23 

SIGNAL PEPTIDES OT HUMAN HEAVY CHAINS 



13 14 

51P1 hvl263 

'CL 'CL 
» 



15 16 17 18 19 20 21 

783C EV1-15 X17U5 AND NBI 'RP-TS1 HPl 

'CL 'CL 'CL 'CL 'CL CL 'CL 

I 



-20 
-19 
-18 
-17 
-16 



-13 
-12 
-11 



-7 

-6 

-5 
-4 
-3 
-2 
-1 



MET MET 
ASP ASP 
TRP TRP 
THR THR 
TRP TRP 

ARG ARG 
VAL VAL 
FHE PHE 



MET MET MET 
ASP ASP ASP 
TRP TRP TRP 
THR THR THR 
TRP TRP TRP 

ARG ARG ARG 
I LB ILE VAL 
LEU LEU PHE 



CYS CYS PHE PHE CYS 



MET, MOT HE! MET MET 
ASP ASP ASP ASP ASP 
TRP TRP TRP TRP TRP 
THR THR THR THR THR 
TRP TRP TRP TRP TRP 
1 SER SER SER SER 
1 ILE ILE ILE ILE 
I LEU LEU LEU LEU 
; PHE PHE PHE PHE 



ARG 
ILE 
LEU 
PHE 



LEU LEU 
LEU LEU 
ALA ALA 
VAL VAL 
ALA ALA 

PRO PRO 
GLY GLY 
ALA ALA 
HIS HIS 
SER SER 



LEU LEU LEU 
VAL VAL LEU 
ALA ALA ALA 
ALA ALA VAL 
ALA ALA ALA 

THR THR PRO 
GLY GLY GLY 
ALA ALA ALA 
HIS HIS HIS 
SER SER SER 



ALA 
HIS 
SER 



LEU LEU 
VAL VAL 
ALA ALA 
ALA ALA 
ALA ALA 

THR THR 
GLY GLY 
ALA ALA 
HIS HIS 
SER SER 



LEU LEU LEU 
VAL VAL VAL 
ALA ALA ALA 
ALA ALA ALA 
ALA ALA ALA 
THR THR THR 
GLY GLY GLY 
ALA ALA ALA 
HIS HIS HIS 
SER SER SER 



ILE 
SER 
ALA 
HIS 
SER 



THR 
TRP 

ARG 
PHE 
LEU 
PHE 

VAL 
VAL 
ALA 
ALA 
ALA 

THR 
GLY 
VAL 
GLN 
SER 



MET 
ASP 
TRP 
THR 
TRP 
ARG 
PHE 
LEU 
PHE 

VAL 
VAL 
ALA 
ALA 
ALA 

THR 
GLY 
VAL 
GLN 
SER 



MET 
ASP 
TRP 
THR 
GLY 

ARG 



VAL 
VAL 
ALA 
ALA 
ALA 

THR 
GLY 
VAL 
GLN 
SER 



VAL 
GLN 
SER 



MET 


MET MET 


MET 


MET 


ASP 


ASP ASP 


ASP 




TRP 


TRP TRP 




TOD 


THR 


THR THR 


THR 


THR 


TRP 


TRP TRP 


TRP 


TRP 


ARG 


ARG ARG 


ARG 


ARG 


PHE 


PHE PHE 


ILE 


ILE 


LEU 


LEU LEU 


LEU 


LEU 


PHE 


PHE PHE 


PHE 


PHE 










VAL 


VAL VAL 


VAL 


LEU 


VAL 


VAL VAL 


VAL 


VAL 


ALA 


ALA ALA 


ALA 


ALA 


ALA 


ALA ALA 


ALA 


ALA 


ALA 


ALA ALA 


ALA 


ALA 


THR 


THR THR 


THR 


THR 


GLY 


GLY GLY 


GLY 


GLY 


VAL 


VAL VAL 


VAL 


ALA 


GLN 


GLN GLN 


GLN 


HIS 


SER 


SER SER 


SER 


SER 



22 23 
ND 1B9/P2 



24 25 
71-5 VH251 
XL 'CL 



26 
5-1R1 
'CL 



-20 


MET 


-19 


ASP 


-18 


TRP 


-17 


THR 


-16 


TRP 


-15 




-14 


ILE 


-13 


LEU 


-12 


PHE 


-ii 




L -10 


LEU 


C -9 


VAL 


I -6 


ALA 


f- -7 


ALA 


-* 


ALA 


-5 


THR 


' -4 


ARG 


-3 


VAL 


-2 


HIS 


;. -1 


SER 



* 


* 




MET 


MET 


MET 


ASP 


ASP 


GLY 


TRP 


TRP 


SER 


THR 


ILE 


THR 


TRP 


TRP 


ALA 


SER 


ARG 


ILE 


ILE 


ILE 


LEU 


LEU 


LEU 


ALA 


PHE 


PHE 


LEU 








LEU 


LEU 


LEU 


VAL 


VAL 


LEU 


ALA 


GLY 


ALA 


ALA 


ALA 


ILE 


ALA 


ALA 


LEU 


THR 


THR 


GLN 


GLY 


GLY 


GLY 


ALA 


ALA 


VAL 


HIS 


HIS 


CYS 


SER 


SER 


ALA 



27 28 29 
VhAU WS1 Vh 
'CL 'CL 383ex 
'CL 



30 
5-2R1 
'CL 



ILE 
LEU 
ALA 
LEU 

LEU 
LEU 
ALA 
VAL 
LEU 

GLN 
GLY 
VAL 
CYS 
ALA 



MET 
GLY 
SER 
THR 
ALA 

ILE 
LEU 
ALA 
LEU 

LEU 
LEU 
ALA 
VAL 
LEU 

GLN 
GLY GLY 
VAL VAL 
CYS CYS 
ALA ALA 



GLY 
VAL 
CYS 
ALA 



MET 
GLY 
SER 
THR 
ALA 

ILE 
LEU 
ALA 
LEU 

LEU 
LEU 
ALA 
VAL 
LEU 

GLN 
GLY 
VAL 
CYS 
ALA 



31 
lambda 
IGD-1 
'CL 
» 

MET 
ASP 
ARG 
THR 
LEU 

THR 
PHE 
LEU 
PHE 



VAL 
VAL 
ALA 
ALA 
ALA 

THR 
GLY 
VAL 
GLN 
THR 



32 


33 


OMM 


6-1G1 


'CL 


'CL 


t 




HEM? 
LYS 


MET 

SER 


HIS 


VAL 


LEU 


SER 


TRP 


PHE 


PHE 


LEU 


PHE 


ILE 


LEU 


PHE 


LEU 


LEU 




PRO 


LEU 


VAL 


VAL 


LEU 


ALA 


GLY 


ALA 


LEU 


PRO 


PRO 


ARG 


TRP 


TRP 


GLY 


VAL 


VAL 


LEU 


LEU 


SER 


SER 



« -»fi 37 38 39 40. 41 42 
Jpi FX^Ol VHVI VhI'CL ^26 i;9II UG-l 71-2 71-4 
tj. 'CL 'CL CL 'CL CL CL CL 



# 


MET 


MET 


SER 


SER 


VAL 


VAL 


SER 


SER 


PHE 


PHE 


LEU 


LEU 


ILE 


ILE 


PHE 


PHE 


LEU 


LEU 


PRO 


PRO 


VAL 


VAL 


LEU 


LEU 


GLY 


GLY 


LEU 


LEU 


PRO 


PRO 


TRP 


TRP 


GLY 


GLY 


VAL 


VAL 


LEO 


LEU 


SER 


SER 



MET 
SER 
VAL 
SER 
PHE 

LEU 
ILE 
PHE 
LEU 



PRO 
VAL 
LEU 
GLY 
LEU 

PRO 
CYS 
VAL 
LEU 
SER 



MET MET 

LYS LYS 

HIS HIS 

LEU LEU 

TRP TRP 

PHE PHE 

PHE PHE 

LEU LEU 

LEU LEU 

LEU LEU 

VAL VAL 

ALA ALA 

ALA ALA 

PRO PRO 

ARG ARG 
TRP 

VAL VAL 

LEU LEU 

SER SER 



MET 
LYS 
HIS 
LEU 
TRP 

PHE 
PHE 
LEU 
LEU 

LEU 
VAL 
ALA 
ALA 
PRO 

ARG 
TRP 
VAL 
LEU 



MET MET 

LYS LYS 

HIS HIS 

LEU LEU 

TRP TRP 

PHE PHE 

PHE PHE 

LEU LEU 

LEU LEU 

LEU LEU 

VAL VAL 

ALA ALA 

ALA ALA 

PRO PRO 

ARG ARG 

TRP TRP 

VAL VAL 

LEU LEU 

SER SER 



43 
C6B2 
'CL 



44 45 

58P2 SUP-T1 
• CL VH-JA 



46 47 

11 79 : 
'CL 'CL 



ag-1 

T 



49 
HuVNP 
'CL 
f 



SO 51 52 53 54 55 56 
HuVH HuVH HIG1 TS2 2-1 58 Fog-B 
LYS CAMP 'CL 'CL 'CL CL 'CL 
»CL 'CL * 



-20 
-19 
-18 
-17 
-16 

-15 
-14 
-13 
-12 
-11 

-10 
-9 
-8 



-5 
-4 
-3 
-2 
-1 



MET 
LYS 
HIS 
LEU 
TRP 
PHE 
PHE 
LEU 
LEU 



LYS 
HIS 
LEU 
TRP 
PHE 
PHE 
LEU 
LEU 



LEU LEU 

VAL VAL 

ALA ALA 

ALA ALA 

PRO PRO 

ARG ARG 

TRP TRP 

VAL VAL 

LEU LEU 

SER SER 



MET 
LYS 
HIS 
LEU 
TRP 

PHE 
PHE 
LEU 
LEU 

LEU 
VAL 
ALA 
ALA 
PRO 

ARG 
TRP 
VAL 
LEU 



MBS MET 
LYS LYS 
HIS HIS 
LEU LEU 
TRP TRP 
PHE PHE 
PHE PHE 
LEU LEU 
LEU LEU 

LEU LEU 
VAL VAL 
ALA ALA 
ALA ALA 
PRO PRO 
ARG ARG 
TRP TRP 
VAL VAL 
LEU LEU 
SER SER 



LYS 
HIS 
LEU 
TRP 

PHE 
PHE 
LEO 
LEU 

LEU 
VAL 
ALA 
ALA 
PRO 
ARG 
TRP 
VAL 
LEU 
SER 



MET 

GLY 


MET 1 

GLY < 


TRP 


TRP 


SER 


SER 


CYS 


CYS 


ILE 


ILE 


ILE 


ILE 


LEU 


LEU 


PHE 


PHE 






LEU 


LEU 


VAL 


VAL 


ALA 


ALA 


THR 


THR 


ALA 


ALA 


THR 


THR 


GLY 


GLY 


VAL 


VAL 


HIS 


HIS 


SER 


SER 



57 58 59 
6H- Lv66 DR 
3C4 'CL 12910 
'CL -2F8 
# 'CL 



CE-1 JBL2 LAMBDA 4G12 30P1 vh 
'CL 'CL -VH26 'CL .'CL 26c 
f | 'CL t # 'CL 



ILE 
ILE 
LEO 
PHE 

LEU 
VAL 
ALA 
THR 
ALA 

THR 
GLY 
VAL 
HIS 
SER 



MET 
LYS 
HIS 
LEU 
TRP 

PHE 
LEU 
LEU 
LEU 
TRP 
CYS 
GLN 
LEU 
PRO 
ASP 

VAL 
ARG 
VAL 
LEU 
SER 



MET MET 
LYS LYS 
HIS HIS 
LEU LEU 
TRP TRP 
PHE PHE 
PHE PHE 
LEU LEU 
LEU LEU 

LEU LEU 
VAL VAL 
ALA ALA 
ALA ALA 
PRO PRO 

ARG ARG 
TRP TRP 
VAL VAL VAL 
LEU LEU LEU 
SER SER SER 



MET 
LYS 


LYS 


LYS 


ASN 


HIS 


HIS 


HIS 


LEU 


LEU 


LEU 


LEU 


LEU 


TRP 


TRP 


TRP 


CYS 


PHE 


PHE 


PHE 


CYS 


PHE 


PHE 


PHE 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 










LEU 


LEO 


LEU 


LEU 


VAL 


VAL 


VAL 


LEU 


ALA 


ALA 


ALA 


THR 


ALA 


ALA 


ALA 


ILE 


PRO 


PRO 


PRO 


PRO 


ARG 


ARG 


ARG 


SER 


TRP 


TRP 


TRP 


TRP 


VAL 


VAL 


VAL 


VAL 


LEU 


LEU 


LEU 


LYS 


SER 


SER 


SER 


SER 



MET 


MET 


MET 


MET 


ASP 


LYS 


GLU 


GLU 


ILE 


HIS 


PHE 


PHE 


LEU 


LEU 


GLY 


GLY 


CYS 


TRP 


LEU 


LEU 


SER 


PHE 


SER 


SER 


THR 


PHE 


TRP 


TRP 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


PHE 


PHE 










LEU 


LEU 


LEU 


LEU 


LEU 


VAL 


VAL 


VAL 


THR 


ALA 


ALA 


ALA 


VAL 


ALA 


ILE 


ILE 


PRO 


PRO 


LEU 


LEU 


SER 


ARG 


LYS 


LYS 


TRP 


TRP 


GLY 


GLY 


VAL 


VAL 


VAL 


VAL 


LEU 


LEU 


GLN 


GLN 


SER 


SER 


CYS 


CYS 



MET MET 
GLU GLU 
PHE PHE 
GLY GLY 
LEU LEU 
SER SER 
TRP TRP 
LEU LEU 
PHE PHE 

LEU LEU 
VAL VAL 
ALA ALA 
ILE ILE 
LEU LEU 
LYS LYS 
GLY GLY 
VAL VAL 
GLN GLN 
CYS CYS 



66 67 
Ab25 RF-KL1 
'CL 'CL 



68 69 
Ab21 Vh38 
'CL CI. 10 
'CL 



70 71 72 73 74 75 
Hll 12-2 13-2 38P1 AblB GF4 
'CL 'CL 'CL CL 'CL /l.l 
4 'CL 



76 
8-1B 
'CL 



78 79 80 
I 9-1 4B4 3Db i-» 
'CL 'CL 'CL 'CL 



81 82 83 84 



'CL 
# 



'CL 



-20 


MET 


MEB 


-19 


GLU 


GLU 


-18 


PHE 


PHE 


-17 


GLY 


GLY 


-16 


LEU* 


LEU 


-15 


SER 


SER 


-14 


TRP 


TRP 


-13 


LEU 


LEU 


-12 


PHE 


PHE 


-11 






-10 


LEU 


LEU 


-9 


VAL 


VAL 


-8 


ALA 


ALA 


-7 


ILE 


ILE 


-6 


LEU 


LEU 


-5 


LYS 


LYS. 


-4 


GLY 


GLY 


-3 


VAL 


VAL 


-2 


GLN 


GLN 


-1 


CYS 


CYS 



HET» MET. 

GLU GLU 

PHE PHE 

GLY GLY 

LEU LEU 

ARG SER 

TRP TRP 

LEU LEU 

PHE PHE 

LEU LEU 

VAL VAL 

ALA ALA 

ILE ILE 

LEU LEU 

LYS LYS 

GLY GLY 

VAL VAL 

GLN GLN 

CYS CYS 



MET 


MET- 


MET 


MET 


MET ! 


GLU 


GLU 


GLU 


GLU 


GLU 


PHE 


PHE 


LEU 


LEU 


PHE 


GLY 


GLY 


GLY 


GLY 


GLY 


LEU 


LEU 


LEU 


LEU 


LEU 


SER 


SER 


SER 


SER 


SER 


TRP 


TRP 


TRP 


TRP 


TRP 


VAL 


VAL 


VAL 


VAL 


LEU 


PHE 


PHE 


PHE 


PHE 


PHE 


LEU 


LEU 


LEU 


LEU 


LEU 


VAL 


VAL 


VAL 


VAL 


VAL 


ALA 


VAL 


ALA 


ALA 


ALA 


ILE 


ILE 


ILE 


ILE 


ILE 


LEU 


LEU 


LEU 


LEU 


LEU 


LYS 


GLN 


GLU 


GLU 


LYS 


' GLY 


GEY 


GLY 


GLY 


GLY 


, VAL 


VAL 


VAL 


VAL 


VAL 


1 GLN 


GLN 


GLN 


GLN 


GLN 


5 CYS 


CYS 


CYS 


CYS 


CYS 



GLU 
PHE 
GLY 
LEU 

SER 
TRP 
LEU 
PHE 

LEU 
VAL 
ALA 
ILE 
LEU 

LYS 
GLY 
VAL 
GLN 
CYS 



MET 

GLU 
PHE 
GLY 
LEU 

SER 
TRP 
VAL 
PHE 

LEU 
VAL 
ALA 
ILE 
LEU 

LYS 
GLY 
VAL 
GLN 
CYS 



GLU 
PHE 
GLY 
LEU 

ASN 
TRP 
VAL 
PHE 

LEU 
VAL 
ALA 
ILE 
ILE 

LYS 
GLY 
ALA 
GLN 
CYS 



MET MKT MET 
GLU GLU GLU 
PHE PHE LEU 
GLY GLY GLY 
LEU LEU LEU 

SER GLU SER 
TRP LEU TRP 
ILE ILE ILE 
PHE PHE PHE 

LEU LEU LEU 
ALA ALA LEU 
ALA ALA ALA 
ILE ILE ILE 
LEU LEU LEU 
LYS LYS LYS 
GLY GLY GLY 
VAL VAL VAL 
GLN GLN GLN 
CYS CYS CYS 



MET 

GLU 
PHE 
GLY 
LEU 

SER 
TRP 
LEU 
PHE 

LEU 
VAL 
ALA 
ILE 
LEU 

LYS 
GLY 
VAL 
GLN 
CYS 



GLU 
PHE 
VAL 
LEU 

SER 
TRP 
VAL 
PHE 

LEU 
VAL 
ALA 
ILE 
LEU 

LYS 
GLY 
VAL 

GLN GLN GLN 
CYS CYS CYS 



85 
22-2B 
'CL 


86 87 
56P1 1-9III 
'CL 'CL 

# 


88 
2P1 
'CL 
t 


MET 


MET 


MET 


MET 


GLU 


GLU 


GLU 


GLU 


PHE 


PHE 


PHE 


PHE 


•GLY 


GLY 


GLY 


GLY 


LEU 


LEU 


LEU 


LEU 


SER 


SER 


SER 


SER 


TRP 


TRP 


TRP 


TRP 


VAL 


VAL 


VAL 


VAL 


PHE 


PHE 


PHE 


PHE 










LEU 


LEU 


LEU 


LEU 


VAL 


VAL 


VAL 


VAL 


ALA 


ALA 


ALA 


ALA 


ILE 


LEU 


LEU 


LEU 


ILE 


LEU 


LEU 


I.EU 


LYS 


ARG 


ARG 


ARG 


GLY 


GLY 


GLY 


GLY 


VAL 


VAL 


VAL 


VAL 


GLN 


GLN 


GLN 


GLN 


CYS 


CYS 


CYS 


CYS 



SIGNAL PEPTIDES OF HUMAN HEAVY CHAINS (cont'd) 





69 
KIM46H 


90 
FL2-2 
CL 


91 
RF-SJ2 
CL 


92 
RF-TS2 
' CL- 


93 
RF-SJ1 
' CL 


94 
HN . 14 
' CL 


95 
333 
'CL 
# 


96 
1B11 
'CL 

# 


112 
'CL 
1 


VH10 7 
'CL* 
# 


K6H6 
'CL . 


K4B8 
'CL " 
f 


K5B8 
'CL 
# 


K5G5 
'CL 
1 


K5C7 
'CL 
* 




















MET 


MET 


MET 


MET 


MET 


MET 


MET 


-19 






GLU 


GLU 


GLU 


GLU 


GLU 




GLU 


GLU 


GLU 


•GLU 


GLU 


GLU 


GLU 


-18 




PHE 


PHE 


PHE 


PHE 


PHE 


LEU 




LEU 


PHE 


PHE 


PHE 


PHE 


PHE 


PHE 


-17 




GLY 


GLY 


GLY 


GLY 


GLY 


GLY 




GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


-16 




LEU 


LEU 


LEU 


LEU 


LEU 


LEU 




LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


-15 




SER 


SER 


SER 


SER 


SER 


THR 




THR 


SER 


SER 


SER 


SER 


SER 


SER 


- 1 4 


TRP 


• TRP 


TRP 


TRP 


TRP 


TRP 


TRP 




TRP 


TRP 


TRP 


TRP 


TRP 


TRP 


TRP 


-13 


VAL 


VAL 
PHE 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


ILE 


ILE 


ILE 


ILE 


ILE 


-12 


PHE 


PHE 


PHE 


PHE 


PHE 


PHE 


PHE 


PHE 


PHE 


PHE 


PHE 


PHE 


PHE 


PHE 


-11. 







































-10 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


-9 


VAL 


VAL 


VAL 


VAL 


'VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


-8 


ALA 


ALA 


ALA 


ALA 


ALA 


ALA 


ALA 


THR 


ALA 


ALA 


ALA 


ALA 


ALA 


ALA 


ALA 


-7 


LEU 


LEU 


LEU 


LEU 


. LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


ILE 


ILE 


ILE 


ILE 


ILE 


-6 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


LEU 


-5 


ARG 


ARG 


ARG 


ARG 


ARG 


ARG 


LYS 


LYS 


LYS 


ARG 


LYS 


LYS 


LYS 


LYS 


LYS 


-4 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


GLY 


' GLY 


GLY 


GLY 


GLY 


-3 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


VAL 


-2 


GLN 


GLN 


GLN 


GLN 


GLN 


GLN 


GLN 


GLN 


GLN 


GLN 


GLN 


GLN 


GLN 


GLN 


GLN 


-1 


CYS 


CYS 


•CYS 


CYS 


CYS 


CYS 


CYS 


CYS 


CYS 


CYS 


CYS 


CYS 


CYS 


CYS 


CYS 



105 

% 7 



106 
Ly91 
'CL 
# 



114 'CL 
'CL 



GLU 
PHE 
GLY 
LEU 

SER 
TRP 
ILE 
PHE 

LEU 
VAL 
ALA 
ILE 
LEU 

LYS 
GLY 
VAL 
HIS 
CYS 



MET 
ASP 
PHE 
GLY 
LEU 
ASN 
TRP 
VAL 
PHE 

LEU 
VAL 
ALA 
PHE 
LEU 

LYS 
GLY 
VAL 
GLN 
CYS 



MET MET 
ASP ASP 
PHE CYS 
GLY THR 
LEU TRP 

SER GLY 
TRP ILE 
VAL LEU 
PHE PHE 

LEU LEU 
VAL VAL 
GLY ALA 
ILE ALA 
LEU ALA 

LYS THR 
GLY ASP 
MET VAL 
GLN HIS 
CYS SER 



ILE 
ARG 
PHE 

LEU 
VAL- 
ALA 
ALA 
ALA 

THR 
GLY 
VAL 
HIS 



* OF OCCURRENCES 
AMINO OF MOST COMMON 
ACIDS AMINO ACID 



VARIABILITY 



-20 


. 94 ' 


1 


-19 


95 


6 


-IS 


96 


9 


-17 


96 


6 


-16 


96 


6 


-15 


95 


10 


-14 


98 


6 


-13 


99 


6 


-12 


99 


3 


-11 


4 


2 


-10 


99 


4 


-9 


99 * 


4 


-8 


99 


5 


-7 


99 


8 


-6 


99 


5 


-5 


100 ■ 


10 


-4 


101 


6 


-3 


105 


3 


-2 


107 


5 


-1 


108 


4 



94 (MET) 
38 (GLU) 
36 (PHE) 
40 (GLY) 
42 (LEU) 

41 (SER) 
41 (TRP) 
55 (LEU) 
67 (PHE) 
3 (PRO) 

86 (LEU) 
83 (VAL) 
68 (ALA) 
39 (ALA) 
4 6 (LEU) 

30 (LYS) 
77 (GLY) 
88 (VAL) 
53 (GLN) 
56 (SER) 



1. 
15. 
24. 
14. 
14. 

23. 

14. 

11. 
4.4 
2.7 

4.6 
4.8 
5.6 

20. 

11. 



3. 
10. 



PRECURSOR OF: 

I) 21-2' CL: HUMAN HEAVY CHAINS «W 
2 3-1' CL: HUMAN HEAVY CHAINS SUBG 

' 3 1-92' CL: HUMAN HEAVY CHAINS SUB. 
« V35'CL: HUMAN HEAVY CHAINS SUBG 

5 BG3'CL: HUMAN HEAVY CHAINS SUBG 

6 B3-10'CL: HUMAN HEAVY CHAINS SO 
5 SLl'CL: HUMAN HEAVY CHAINS SOB 
8- LS2'CL: HUMAN HEAVY CHAINS SUBG 

• 9 LSS'CL: HUMAN. HEAVY CHAINS SUBG 

10 LSl'CL:' HUMAN HEAVY CHAINS SUB 

11 LS4'CL: HUMAN HEAVY CHAINS SUB 
12) S-TS3'CL: HUMAN HEAVY CHAINS 
131 SlPl'CL: HUMAN HEAVY' CHAINS SUi 
14 hvl263'CL: HUMAN HEAVY CHAINS 
l 15 703C'CL: HUMAN HEAVY CHAINS SU 

16 EV1-15'CL: HUMAN HEAVY CHAINS 

17 XllllS'CL: HUMAN HEAVY CHAINS 

18 AND'CV. HUMAN HEAVY CHAINS SUI 

19 HBI'CL: HUMAN HEAVY CHAINS SU1 

20) W-TSl'CL: HUMAN HEAVY CHAINS 

21) HPl'CL: HUMAN HEAVY CHAINS SUi 
22 ND' CL : HUMAN HEAVY CHAINS SUB" 
23) 1B9/WCL: HUMAN HEAVY CHAINS 
24 71-S'CL: HUMAN HEAVY CHAINS S 

25) VH251'CL: HUMAN HEAVY CHAINS 

26) 5-lRl'CL: HUMAN "HEAVY CHAINS 

27) VhAD'CL: HUMAN/HEAVY CHAINS ! 

28) WSl'CL: HUMAN HEAVY CHAINS SI 

29) Vb3B3wt'CX: HUMAN HEAVY CHAI! 

30) ' 5-2Rl'CL: HUMAN HEAVY CHAINS 

31) lambd* IGD-l'CL: HUMAN HEAVY 

32) CMM'CL: HUMAN HEAVY CHAINS S 

33) 6-iei'CL: HUMAN HEAVY CHAINS 

34) 1591' CL: HUMAN HEAVY CHAINS 

35) FK-OOl'CL: HUMAN HEAVY CHAII 1 

36) VBVI'CL: HUMAN HEAVY CHAINS 

37) VH6'CL: HUMAN HEAVY CHAINS i 

38) Ab26'CL: HUMAN HEAVY CHAINS 

39) 1-911' CL: HUMAN HEAVY CHAINS 

40) 120-1' CL; HUMAN HEAVY CHAIN! 

41) 71-2' CL: HUMAN HEAVY CHAINS. 

42) 71-4 'CL: HUMAN HEAVY .CHAINS 

43) C6B2'CL: HUMAN HEAVY CHAINS 
' 44) 58P2'CL: HUMAN HEAVY CHAINS 

45) SUP-T1 VH-JA'CL: HUMAN HEAV 

46) 11' CL: HUMAN HEAVY CHAINS S 

47) 79' CL: HUMAN HEAVY CHAINS S 

48) Pag-l'CL: HUMAN HEAVY CHAIN 

49) HuVNP'CX: HUMAN HEAVY CHAIN 

50) BUVHLYS'CL: HUMAN HEAVY CH* 

51) BuVHCAMP'CL: HUMAN HEAVY CF 

52) HIGl'Cl: HUMAN HEAVY CHAINS 

53) TS2'CL: HUMAN HEAVY CHAINS 

54) 2-1' CL: HUMAN HEAVY CHAINS 

55) 58' CL: HUMAN HEAVY CHAINS i 

56) Fofl-B'CL: HUMAN HEAVY CHAIt 

57) 6H-3C4'CL: HUMAN HEAVY CHA 
' 58) Ly66'CL: HUMAN HEAVY CHAIN 

59) OR12910-2r8'CL: HUMAN HEAV 

60) CK-1 ' CL: HUMAN HEAVY CHA! 

61) JBL2'CL: HUMAN HEAVY CHAIN 

62) LAMBDA- VH2 6 'CL: HUMAN HEAV 

63) 4G12'CL: HUMAN HEAVY CHAIN 

64) 30P1'CX: HUMAN HEAVY CHAIN 

65) vh26c'CL: HUMAN HEAVY CHAI 

66) Ab25'CL: HUMAN HEAVY CHAIN 

67) RT-KLl'CL: HUMAN HEAVY CHA 

68) Ab21'CL: HUMAN HEAVY CHAtt 

69) Vh38C1.10'CL: HUMAN HEAVY 

70) Bll'CL: HUMAN HEAVY CHAINS 

71) 12-2' CL: HUMAN HEAVY CHAIt 

72) 13-2' CL: HUMAN HEAVY CHAIt 
' 73) SBPl'CL: HUMAN HEAVY CHAIt 

74) AblB'CL: HUMAN HEAVY CHAIt 

75) GF4/1.1'CL: HUMAN HEAVY CI 

76) 8-lB'CL: HUMAN HEAVY CHAII 

77) v65-4'CL: HUMAN HEAVY CHA 
• 78) 9-1' CL: HUMAN HEAVY CHAIN: 

79) 4B4'CL: HUMAN HEAVY CHAIN 

80) 306' CL: HUMAN HEAVY CHAIN 

81) ' 1-91' CL: HUMAN HEAVY CHAI 

82) 60P2'CL: HUMAN HEAVY CHAI 

83) 63P1'CL: HUMAN HEAVY CHAI 

84) v65-2'CL: HUMAN HEAVY CHA 

85) 22-2B'CL: HUMAN HEAVY CHA 

86) 56P1'CL: HUMAN HEAVY CHAI 

87) 1-9111' CL: HUMAN HEAVY CH 

88) 2P1'CL: HUMAN HEAVY CHAIt" 
.89) KXM46B'CL: HUMAN HEAVY O 

90)' FL2-2'CL:. HUMAN HEAVY CH; 
'91) RF-SJ2'CL: HUMAN HEAVY Ct 
' ' 92) RT-TS2'CL: HUMAN HEAVY CI 
'. i 93) RP-SJl'CL: HUMAN HEAVY CI 
' ;•' 94) mf.'14'CL: HUMAN HEAVY CHJ 

95) 333' CL: HUMAN HEAVY CHAII 

96) lBll'CL: HUMAN HEAVY CHAI 

97) 112' CL*. HUMAN HEAVY CHA 11 
'98) VB10.7'CL: HUMAN HEAVY Ci 

99) K6H6'CL: HUMAN HEAVY CHA 
100) K4BB'CL: HUMAN HEAVY CHA 
J' ' 101) K5B8'CL: HUMAN HEAVY CHA 

102) K3G5'CL: HUMAN HEAVY CHA 

103) K5C7'CL: HUMAN HEAVY CHA 



106 


107 


108 


Ly91 


CE- 


V201 


'CL 


110 


'CL 


f 


'CL 










ASP 


ASP 




PHE 


CYS 




GLY 


THR 




LEU 


TRP 




SER 


GLY 




TRP 


ILE 


ILE 


VAL 


LEU 


ARG 


PHE 


PHE 


PHE 


LEU 


LEU 


LEU 


VAL 


VAL 


VAL- 


GLY 


ALA 


ALA 


ILE 


ALA 


ALA 


LEU 


ALA 


ALA 


LYS 


THR 


THR 


GLY 


ASP 


GLY 


MET 


VAL 


VAL 


GLN 


HIS 


HIS 


CYS 


SER 


SBR 



PRECURSOR OF: 

1) 21-2' CL: HUMAN HEAVY CHAINS SUBGROUP I 

2) 3-1' CL: HUMAN HEAVY CHAINS SUBGROUP I 

3) 1-92' CL: HUMAN HEAVY CHAINS SUBGROUP I 

4) V35'CL: HUMAN HEAVY CHAINS SUBGROUP I 

5) BG3'CL: HUMAN HEAVY CHAINS SUBGROUP I 

6) 13-10 'CL: HUMAN HEAVY CHAINS SUBGROUP I 

7) WIL2'CL: HUMAN HEAVY CHAINS SUBGROUP I 

8) LS2'CL: HUMAN HEAVY CHAINS SUBGROUP I 
.9) LSS'CL: HUMAN HEAVY CHAINS SUBGROUP I 

10) LSl'CL: HUMAN HEAVY CHAINS SUBGROUP I 

11) LS4'CL: HUMAN HEAVY CHAINS SUBGROUP I 

12) RF-TS3'CL: HUMAN HEAVY CHAINS SUBGROUP I 

13) SlPl'CL: HUMAN HEAVY CHAINS SUBGROUP I 

14) bvl263'CL: HUMAN HEAVY CHAINS SUBGROUP I. 

15) 783CCL: HUMAN HEAVY' CHAINS SUBGROUP I 

16) EV1-15'CL: HUMAN HEAVY CHAINS SUBGROUP I 

17) Jtl7115'CL:.rHUMAN HEAVY CHAINS SUBGROUP I 

18) AND' CL: HUMAN HEAVY CHAINS SUBGROUP I 

19) BKI'CL: HUMAN HEAVY CHAINS SUBGROUP I 

20) RT-TSl'CL: HUMAN HEAVY CHAINS SUBGROUP I • 

21) HPl'CL: HUMAN HEAVY CHAINS SUBGROUP I 

22) KO'CL: HUMAN HEAVY CHAINS SUBGROUP I 

23) 1B9/72'CL: HUMAN HEAVY CHAINS SUBGROUP 2 . 

24) 71-5 'CL: HUMAN HEAVY CHAINS SUBGROUP I 

25) VH23i'CL: HUMAN HEAVY CHAINS SUBGROUP I 

26) ' 5-lRl'CL: HUMAN HEAVY CHAINS SUBGROUP I 

27) VhAD'CL: HUMAN HEAVY CHAINS SUBGROUP I 

28) WSl'CL: HUMAN HEAVY CHAINS SUBGROUP I 

29) Vh383ex'CL: HUMAN HEAVY CHAINS SUBGROUP I 

30) 5-2Rl'CL: HUMAN HEAVY CHAINS SUBGROUP I 

31) lambda IGO-1'CL: HUMAN HEAVY CHAINS SUBGROUP I 

32) OMM'CL: HUMAN HEAVY CHAINS SUBGROUP I 

33) 6-lCl'CL: HUMAN HEAVY CHAINS SUBGROUP II 

34) ISPl'CL: HUMAN HEAVY CHAINS SUBGROUP II 

35) nt-001'CL: HUMAN HEAVY CHAINS SUBGROUP II 

36) VHVT'CL: HUMAN HEAVY CHAINS SUBGROUP II 

37) VHS'CL: HUMAN HEAVY CHAINS SUBGROUP II 

38) Ab26'CL: HUMAN HEAVY CHAINS SUBGROUP II 

39) 1-9II'CL: HUMAN HEAVY CHAINS SUBGROUP II 
4 0) 12G-l'CL: HUMAN HEAVY CHAINS SUBGROUP II 

41) 71-2'CL: HUMAN HEAVY CHAINS SUBGROUP II 

42) 71-4' CL: HUMAN HEAVY CHAINS SUBGROUP II 

43) C6B2'CL: HUMAN HEAVY CHAINS SUBGROUP II 

44) 58P2'CL: HUMAN HEAVY CHAINS SUBGROUP II 

45) SXJP-T1 VH-JA'CL: HUMAN HEAVY CHAINS SUBGROUP II 

46) 11' CL: HUMAN HEAVY CHAINS SUBGROUP II 

47) 79' CL: HUMAN HEAVY CHAINS SUBGROUP II 

48) Pay-l'CL: HUMAN HEAVY CHAINS SUBGROUP II 

49) HnVHP'CL: HUMAN HEAVY CHAINS SUBGROUP II 

50) BuVHLYS'CL: HUMAN HEAVY CHAINS SUBGROUP II 

51) RuVBCAMP'CL: HUMAN HEAVY CHAINS SUBGROUP II 

52) HIGl'CL: HUMAN HEAVY CHAINS SUBGROUP II 

53) TS2.'CL: HUMAN HEAVY CHAINS SUBGROUP II 

54) 2-1 'CL: HUMAN HEAVY CHAINS SUBGROUP II 

55) 58' CL: HUMAN HEAVY CHAINS SUBGROUP II 

56) rog-B'CX: HUMAN HEAVY CHAINS SUBGROUP II 

57) 6H-3C4'CL: HUMAN HEAVY CHAINS SUBGROUP II 

58) Ly66'CL: HUMAN HEAVY CHAINS SUBGROUP II 

59) DR12910-2T8'CL:. HUMAN HEAVY CHAINS SUBGROUP II 

60) CE-1 'CL: HUMAN HEAVY CHAINS SUBGROUP II 

61) JBL2'CL: HUMAN HEAVY CHAINS SUBGROUP II 

62) LAMBDA- VH2 6 'CL: HUMAN HEAVY CHAINS SUBGROUP III 

63) 4C12'CL: HUMAN HEAVY CHAINS SUBGROUP III 

64) 30P1'CL: HUMAN HEAVY CHAINS SUBGROUP III 

65) Vh26CCL: HUMAN HEAVY CHAINS SUBGROUP III 

66) AU25'CL: HUMAN HEAVY CHAINS SUBGROUP III 

67) RT-KLl'CL: HUMAN HEAVY CHAINS SUBGROUP III 

68) Ab21'CL: HUMAN HEAVY CHAINS SUBGROUP III 

69) VWeCl.lO'CL: HUMAN HEAVY CHAINS SUBGROUP III 

70) Hll'CL: HUMAN HEAVY CHAINS SUBGROUP III 

71) 12-2' CL: HUMAN HEAVY CHAINS SUBGROUP III 

72) 13-2' CL: HUMAN HEAVY CHAINS SUBGROUP III 

73) 38P1'CL: HUMAN HEAVY CHAINS SUBGROUP III 

74) AblS'CL: H OMAN HEAVY 'CHAINS SUBGROUP III 

75) GM/l.l'CL: HUMAN HEAVY CHAINS SUBGROUP III 

76) 8-lB'CL: HUMAN HEAVY CHAINS SUBGROUP III 

77) v63-4'CL: HUMAN HEAVY CHAINS SUBGROUP III 

78) 9-1' CL: HUMAN HEAVY CHAINS SUBGROUP III . 

79) 4B4'CL: HUMAN HEAVY CHAINS SUBGROUP III 

80) 3D6'CL: HUMAN HEAVY CHAINS SUBGROUP III 

81) l-9l'CL: HUMAN HEAVY CHAINS SUBGROUP III 

82) 60P2'CL: HUMAN HEAVY CHAINS SUBGROUP III 

83) 63P1'CL: HUMAN HEAVY CHAINS SUBGROUP/ 1 1 1 > j 

84) v65-2'CL: HUMAN HEAVY CHAINS SUBGROUP III 

85) 22-2B'CL: HUMAN HEAVY CHAINS SUBGROUP III 

86) 56P1'CL: HUMAN HEAVY CHAINS SUBGROUP III 

87) 1-9XII'CL: HUMAN HEAVY CHAINS SUBGROUP III 
• 88) 2P1'CL: HUMAN HEAVY CHAINS SUBGROUP III 

• 89) KM46B'CL: HUMAN HEAVY CHAINS SUBGROUP III 

90) FL2-2'CL: HUMAN HEAVY CHAINS SUBGROUP III 

91) RT-SJ2'CL: HUMAN HEAVY CHAINS SUBGROUP III 

92) FT-182'CL: HUMAN HEAVY CHAINS SUBGROUP III 

93) RF-SJl'CL: HUMAN HEAVY CHAINS. SUBGROUP III 

94) HN.14'CL: HUMAN HEAVY CHAINS SUBGROUP III 

95) 333' CL: HUMAN HEAVY CHAINS SUBGROUP III 

96) lBll'CL: HUMAN HEAVY CHAINS SUBGROUP III 

97) 112'CL: HUMAN HEAVY CHAINS SUBGROUP III 

98) VH10.7'CL: HUMAN HEAVY CHAINS SUBGROUP III 

99) K«B6'CL: HUMAN HEAVY CHAINS SUBGROUP III 

100) MBS'CL: HUMAN HEAVY CHAINS SUBGROUP III 

101) XSBS'CL: HUMAN HEAVY CHAINS SUBGROUP III 

102) XSGS'CL: HUMAN HEAVY CHAINS SUBGROUP III 
,103) K5C7'CL: HUMAN HEAVY CHAINS SUBGROUP III 
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PRECURSOR OF: 



(cont'd) 



104) KWCL: HUMAN HEAVY CHAINS SUBGROUP III 

105) Ly47'CL: HUMAN HEAVY CHAINS SUBGROUP III 

106) Ly 91 ' CI* : HUMAN HEAVY CHAINS SUBGROUP III 



SIGNAL PEPTIDES OF HUMAN HEAVY CHAINS 

1) 21-2'CL: BERMAN, J.E. , MELLIS, S . J . .POLLOCK, R . , SMITH, C. L. , SUH, H. , HEINKE, B . , KOHAL, C. , SURTI , U . , CHESS, L. , CANTOR, C . R 4 ALT, 

F.W. (1988) EMBO J. ,7, 727-738. 

2) 3-1'CL: BERMAN, J.E. , MELLIS ,S . J . .POLLOCK, R. , SMITH, C . L . , SUH, H. , HEINKE, B . , KOWAL, C . , SURTI, U. , CHESS, L . , CANTOR, C . R i ALT , F . W . 

(1988) EMBO J. ,7,727-738. 

3) 1-92'CL: BERMAN, J . E . .MELLIS, S . J . .POLLOCK, R. , SMITH, C . L . , SUH, H . , HEINKE, B . , KOWAL, C . , SURTI, U. , CHESS, L. , CANTOR, C.R 4 ALT, 

F.W. (1988) EMBO J. ,7, 727-738. 

4) V35'CL: MATSUDA, F. , LEE, K.H. ,NAKAI,S. , SATO, T . , KODAIRA, M, , ZONG, S.Q. , OHNO, B. , FUKUHARA, S. 4 HONJC, T. (1986) EMBO J. ,7, 

1047-1051. 



tarn- 



,RAM.,D.,GLAZER,L.,ZAKUT,R. 4 GIVOL,D. (1983) PROC .NAT -ACAD . SCI. USA, 80, 855-859 . (CHECKED BY AUTHOR 



5) HG3'CL: 

6) K3-10'CL: KODAIRA, M. , KINASHI, T . , UMEMURA, I . , MATSUDA, F . , NOMA, T. ,ONO, Y. & HONJO,T. (1986) J. MOL. BIOL. , 190, 529-541 . 

7) WIL2'CL: KIPPS, T. J., TOMHAVE, E., PRATT, L.F., DUFFY, S., CHEN, P. P. 4 CARS0N,D.A. (1989) PROC. NATL. ACAD. SCI .USA, 86, 5913-5917 . 
6) LS2'CL: SILBERSTEIN, L.E . , LI TWIN, S . 4 CARMACK, C.E. (1989) J.EXP .MED. , 169, 1631-1643 . 

9) LSS'CL: SILBERSTEIN, L.E. ,LITWIN, S. 4 CARMACK, C.B. (1989) J. EXP. HED. , 169, 1631-1643. 

10) LSl'CL: SILBERSTEIN, L.E . , LITWIN, S. 4 CARMACK, C.E. (1989) J. EXP. ME0 ., 169, 1631-1643 . 

11) LS4'CL: SILBERSTEIN, L.E., LITWIN, S. & CARMACK r C . E . (1989) J.EXP.M5D . , 169, 1631-1643. • 

12) RF-T83'CL: PASCUAL, V., RANDEN, I., THOMPSON, K., SIOUD, M.FORRE,0., NATVIG, J. 4 CAPRA,J.D. (1990) J.CLIN. INVEST. , 86,1320-1328. 

13) SIPl'CL: SCHROEDER, H . W . , JR . , HILLSON, J . L . 4 PERLMUTTER, R.M. (1987) SCIENCE, 238, 791-793; CHEN, P.P. , LIU,M. -F. , GLASS, C -A. , 

SINHA, S., KIPPS, T. J. 4 CARSON.D.A. (1989) ARTHRITIS 4 RHEUMATISM, 32, 72-76. 

14) hvl263'CL: CHEN, P.P . , LIU,M. -F. , GLASS, C. A. , SINHA, S. ,KIPPS, T. J. s C ARSON, O. A. (1989) ARTHRITIS 4 RHEUMATISM, 32, 72-76 . 

15) 703c'CL: CHEN.P.P. .LIU, M.-F., GLASS, C .A.. SINHA. S . ,KIPPS, T.J. 4 CARSON, O. A. (1989) ARTHRITIS 4 RHEUMATISM, 32, 72-76; KIPPS, 

T.J.,TOMHAVE,E.,PRATT,L.F.,DUFFY,S.,CHEN,P.P. 4 CARSON, O. A. (1989) PROC .NATL. ACAD. SCI .USA, 86, 5913-5917 . 

16) EV1-15'CL: NEWKIRK, M.M. , GRAM, H. , HEINRICH, G.F. ,OSTBERG, L . ,CAPRA, J.D. S WASSERMAN,R.L. (1988) J.CLIN. INVEST. , 81, 1511-1516. 

17) X17115'CL: FRIED LANDER , R . M . , NUSSENZHEIG, M . C . 4 LEDER, P . (1990) NUCL. ACIDS RES ., 18, 4278 . 

18) AND'CL: KIPPS, T. J. , TOMHAVE, E. , PRATT, L.F. , DUFFY, S . , CHEN, P.P. 4 CARSON,D.A. (1989) PROC. NATL. ACAD. SCI .USA, 86, 5913-5917 . 

19) NZI'CL: KIPPS, T.J. , TOMHAVE, E. , PRATT, L.F. , DUFFY, S . , CHEN, P.P. 4 CARSON,D.A. (1989) PROC. NAT L.ACAD . SCI .USA, 86, 5913-5917 .' 

20) NT-TSl'CL: PASCUAL, V. , RANDEN, I ., THOMPSON, K. , SIOUD, M.FORRE, O. , NATVIG, J. 4 CAPRA,J.D. (1990) J.CLIN. INVEST. , 86, 1320-1328. 

21) HPI'CL: SHEN, A., HUMPHRIES, C, TUCKER, P. 4 BLATTN3R, F . (1987) PROC .NATL. ACAD. SCI .USA, 84, 8563-8567 . 

22) ND'CL: KENTEN, J.H. , MOLGAARD, H.V. , HOUGHTON, M. , DERBYSHIRE, R.B. , VINEY, J., DELL, L.O . 4 GOULD, H.J. (1982) 

PROC. NAT. ACAD. SCI. USA, 79,6661-6665. 

23) 1B9/F2'CL: CARROLL, W.L. , YU, M. , LINK, M.P . 4 KORSMEYER, S.J. (1989) J. IMMUNOL. , 143, 692-698 . 

24) 71-5'CL: KODAIRA, M. , KIN ASH I, T., UMEMURA, I . , MATSUDA , F ., NOMA, T . ,ONO, Y. G HONJO,T. (1986) J. MOL . BIOL. , 190, 529-541 . 

25) VH251'CL: HUMPHRIES, C.G. , SKEN, A. , KUZIEL, W. A. , CAPRA, J. D. , BLATTNER, F . R. 4 TUCKER,P.W. (1988) NATURE, 331, 446-449. ' 

26) 5-lRl'CL: BERMAN, J.E MELLIS ,S . J. , POLLOCK, R. , SMITH, C. L. , SUH, H. , HEINKE, B. , KOWAL, C . , SURTI, U. , CHESS, L. , CANTOR, C . R 4 ALT, 

F.W. (1988) EMBO J. , 7, 727-738 . 

27) VhAU'CL: VAN DER HEIJDEN, R.W.J. .BUNSCHOTEN, H . , PASCUAL, V. ,UYTDEHAAG,F.G.C.M. , OSTERHAUS, A.D.M. E. 4 CAPRA, J. D. (1990) 

J. IMMUNOL., 144,2835-2839. 

28) WSl'CX: SHEN, A. , HUMPHRIES, C . , TUCKER, P. 4 BLATTNER, F. (1987) PROC .NATL. ACAD . SCI . USA, 84, 6563-8567 . 
Vb383ex ' CL : VAN DER HE I JDEN , R . W . J . , BUNSCHOTEN , H . , PASCUAL , V . , UYTDEHAAG , F.G.C.M. , OSTERHAUS, A . D . M . E 



29) 
30) 



31) 
32) 



CAPRA, J. D. (1990) 
CHESS, L., CANTOR, C.R 4 ALT, 



5-2R1' CL : BERMAN, J. E . . MELLIS, S . J. , POLLOCK, R. , SMITH , C . L . , SUH, H . , HEINKE, B . , KOWAL, C . , SURTI 

F.W. (1988) EMBO J. , 7,727-738. 
lambda IGD-1'CL: YASUI , H . , AKAHORI , Y . , HIRANO, M . , YAMADA, K. 4 KUROSAWA, Y. (1989) EUR . J . IMMUNOL . ,19, 1399-1403. 



OMM' CL : ALEXANDER, A . . STEINMETZ, M. , BARRITAULT, D . , F RANG I ONE, B . . FRANKLIN, E , C . , HOOD, L . 
PROC. NAT. ACAD. SCI. USA, 7 9, 3260 -32 64. (CHECKED BY AUTHOR 06/17/83) 



4 BUXBAUM,J.N. (1982) 

33) 6-lGl'CL^ BERMAN^J.E^^LLIS^S.J.,POLLCX^,R.,SMITH,C t ALT, 

34) ISPl'CL: SCHROEDER, H.W., JR., HILLSON, J. L. 4 PERLMUTTER, R . M . (1987) SCIENCE, 238, 791-793 . 

35) nC-001'CL: NAKATANI , T . , NOMURA, N . , HORIGOME, K . , OHTSUKA , H . & NOGUCHI,H. (1989) BIO/TECH. , 7, 805-810 . 

36) VBVI'CL: BULUWELA, L. 4 RABBITTS, T.H. (1988) EUR. J.IMMUNOL. , 18, 1843-1845. 

37) VH6'CL; SCHROEDER^ H. J^^^AC^SC I ' gg^ 1 ^!' |f gg S ' A " ' VAN OUKr K.W. , LIAO, L.C. , C0X r D . W. , MILHE», E . C . B . 4 PERLMUTTER, 
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SPECIFIC NOTES: SIGNAL PEPTIDES OF HUMAN HEAVY CHAINS 

13) 51P1'CL: FROM HUMAN FETUS AT 130 DAYS OF GESTATION. . . ; 

15) 7B3CCL: ALSO KNOWN AS 783'CL. 

23) 1B9/F2'CL: FROM A PATIENT WITH B CELL ACUTE LYMPHOCYTIC LEUKEMIA WITH CHARACTERISTIC t<8;14) CYTOGENETIC TRANSLOCATION 

AT DIAGNOSIS. 

24) 71-S'CL: THIS IS CLASSIFIED AS A PSEUDOGSNE, SINCE THE INTRON IN THE PRECURSOR REGION CANNOT BE SPLICED OUT. 

31) -lambda IGD-1'CL: CLASS SWITCH FROM IGM TO IGD IS PROBABLY DUE TO HOMOLOGOUS RECOMBINATION BETWEEN sigma/ma and SIGMA/mu. 

32) OMM'CL: IT WAS FROM A CASE OF HEAVY CHAIN DISEASE. 

34) 15Pl'CL: FROM HUMAN FETUS AT 130 DAYS OF GESTATION . 

35) FK-001'CL: IT CAN BE EXPRESSED FUNCTIONALLY IN MOUSE MYELOMA CELLS. 

44) 58P2'CL: FROM HUMAN FETUS AT 130 DAYS OF GESTATION. 

45) SOT-T1 VH-JA'CL: IT IS FROM A PATIENT SUFFERING FROM CHILDHOOD T-CELL LYMPHOMA WITH inv ( 14) (oil .2/q32 . 2) . THE 

INVERSION ON CHROMOSOME 14 BRINGS THE VH GENE AND JA MINI GENE TOGETHER, GIVING RISE TO A HYBRID MOLECULE 
CONTAINING PART OF THE IMMUNOGLOBULIN GENE AND PART OF THE T - LYMPHOCYTE RECEPTOR FOR ANTIGEN GENE. ' ■ 

48) Pag-l'CL: THREE-DIMENSIONAL MODEL HAS BEEN CONSTRUCTED FOR THIS ANTIBODY. 

49) HuVNP'CL: THIS IS A HYBRID HEAVY CHAIN CONSISTING OF FR' S FROM NEWM AND CDR'S FROM Bl-8'CL, AN .-.••' 

ANTI-4-HYDROXY-3-NITROPHBNACETYL CAPROIC ACID MOUSE ANTIBODY; Bl-8'CL HEAVY CHAIN HAS A BINDING CONSTANT OF ' 
1.2X10EXP6, AND THIS HYBRID HEAVY CHAIN HAS A BINDING CONSTANT OF 1.9X10EXP6. 

56) Fog-B'CL: THREE-DIMENSIONAL MODEL HAS BEEN CONSTRUCTED FOR THIS ANTIBODY. 

57) 6H-3C4/CL: 6H-3C4 IS AN ESTABLISHED HUMAN-MOUSE HETEROH YBRI DOMA WHICH SECRETES A HUMAN IGM- LAMBDA ANTIBODY. THIS 

SEQUENCE IS OBTAINED BY LI GATING THE VH GENE WITH HUMAN IGG1 REGION. THE NEW HUMAN IGG1- LAMBDA ANTIBODY FULLY 
RETAINS THE ORIGINAL SPECIFICITY. 

60) CE-1 'CL: CELL LINE CESS 

61) JBL2'CL: FROM BURKITT'S LYMPHOMA CELL LINES WHICH PRODUCE TRUNCATED HEAVY CHAIN'S LACKING PART OF VARIABLE REGION 

63) 4G12'CL: IT RECOGNIZES A TUMOR -ASSOC I ATED AND DIFFERENTIATION ANTIGEN OF MW 195,000. 

64) 30P1'CL: FROM. HUMAN FETUS AT 130 DAYS OF GESTATION. f 

73) 38P1'CL: FROM HUMAN FETUS AT 130 DAYS OF GESTATION. ' . 

82) 60P2'CL: FROM HUMAN FETUS AT 130 DAYS OF GESTATION. 

83) 63P1'CL: FROM HUMAN FETUS AT 130 DAYS OF GESTATION. 
86) 56P1'CL: FROM HUMAN FETUS AT 130 DAYS OF GESTATION. 
88) 2P1'CL: FROM HUMAN FETUS AT 130 DAYS OF GESTATION. 

AN 

90) FL2-2'CL: DERIVED FROM HUMAN GENOMIC DNA OF EP STEI N-BARR VIRUS -TRANSFORMED FETAL B CELL LINE. 

95) 333'CL: FROM A HUMAN B CELL LYMPHOMA AFTER ANTI-IDIOTYPIC ANTIBODY TREATMENT . 

96) lBll'CL: FROM A HUMAN B CELL LYMPHOMA AFTER ANTI-IDIOTYPIC ANTIBODY TREATMENT. 

97) 112'CL: FROM A HUMAN B CELL LYMPHOMA AFTER ANTI-IDIOTYPIC ANTIBODY TREATMENT. 

98) VH10.TCL: FROM PATIENT WITH IGD-SECRETING MYELOMA. THE V- AND C-REGIONS ARE BROUGHT TOGETHER BY A HOMOLOGOUS 

RECOMBINATION BETWEEN 442/443-BASE-PAIR REPEATS DELETING THE C-MU. 

99) K6H6'CL: FROM A PATIENT WITH B-CELL LYMPHOMA. 

100) KJBfi'CL: FROM A PATIENT WITH B-CELL LYMPHOMA. 

101) K5B8'CL: FROM A PATIENT WITH B-CELL LYMPHOMA. 

102) K5G5'CL: FROM A PATIENT WITH B-CELL LYMPHOMA. 

103) K5C7'CL: FROM A PATIENT WITH B-CELL LYMPHOMA. 

104) K6F5'CL: FROM A PATIENT WITH B-CELL LYMPHOMA. 

105) Ly47'CL: FROM BURKITT'S LYMPHOMA CELL LINES WHICH PRODUCE TRUNCATED HEAVY CHAINS LACKING PART OF VARIABLE REGION ■ 

106) Ly91'CX: FROM BURKITT'S LYMPHOMA CELL LINES WHICH PRODUCE TRUNCATED HEAVY CHAINS LACKING PART OF VARIABLE REGION 
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